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(57) Abstract 

A functional RNP containing (-)-chain single stranded RNA originating in Sendai virus which has been modified so as not to express 
any envelope protein. An RNP containing this foreign gene is prepared and inserted into a cell with the use of a cationic liposome, thereby 
successfully expressing the foreign gene. 
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mmm 

A^feiiTy^^y Aliitg(cmRNAhLTMt^-r, ^-Y ;u;*©# >/^I'p 

J5g^yyASS^^$&^#SC:^{±T-t&^o^-r;bXORNA^yA*T>^^>' 
A&m£U*M$* >^Mif£-& (ribonucleoprotein complex; RNP) ©it- 
#3EU 7 , 7^«RNA'>>f ;i/^©«fc-5tw N mRNAs#ffl*itfJ&*$©^V AHHAC/W 7 
'J^XLtyy A©RNP^(DT-b>7*'j fc^ofcT>?-Ir>;*©l8l 
BtfJBttBSft^o ^^^©^^^^(ig^ORNA^';^^— fe'^oT, HNP« 
^ft*^{CtT^-l';i/^inRNA©lE?*fe(i'>^^^yyA©^^fi : ao 
t^%Zh\ZV(1-7>WWk (nsRNA) ;i/*tt£±*BlB©MRT?©#Ji»L 
, DNA7x-X*^fe«c^fcft^feft^©m*a^ (integration)^;: £>&^o 

RNA-M frZamB^ftm^tfr-t LX<D$fc&£$£mz*i* < 
©fcUfctflSo 

*!6^#5>l±nsRNA^>f ^^©^^^Hr^^-r (SeV)t?ii LTtfeo 
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paramyxovirus) CIU murine parainfluenza virus©— W~Z& 2>o Z(D^4)l 
YlZttLXm&&ftte^tnt>tlT^2>a £tz, yXmnifc (Z strain) 

&3 (J. of General Virology (1997) 78, 3207-3215 ) Q Z.om±^ X Z V «W 

)i 7, mmm.mm%f ©#^ u ^ ^ c * » £ ^ 1 1 1 £ < m v ^ n 1 1 

fco >>-r;i/X(iiio©i>^o-7'«|^>/^MT-fe^hemagglutinin- 
neuraninidase(HN) ^fusion protein(F) ^^ITtiWCM^ Mife^^ 
j&CIU $jTO(Cg#©RNA*',M7-- VtVXZtVtrurJ > (RNP) 

^VA©«M$rfTd (Bitzer, M. et al., J. Virol. 71(7) :5481-5486, 1997) 

o 

tit, LLC-MK2«£T7 RNA fc?£D- h'-TS 7 ^ 

7— tf*Wi£fC(P L)^n-KLT^i.3o©7-7^^ K£l§IB$ti« 

^^yA©U«^^>^^M«^(RNPs)*^^#s ft^-e^^X^W"* 

^»©fe^Sfe^^;i/^^©T4r>^';-^H^-r^4ti^tcrS't4©feS( 

^VARNPsMM£«o g£^>^^;i^©l!lJ&©iil^ii 
, d©8ltgl$&^ ARNPs£|f#f$ifflJi§& 5 £ ^©Chorioallantoic sacdg 
\\sZW*>(DMm*ff5 (Kato, A. et al. Genes cells 1, 569-579 (1996) 

)o 

«£$!3jMr£i;#fcn£tVT:fct) (J.B.C. (1997) 272, 16578-16584), C©<£5 
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RNP££e££ &^T\ BttMSKltt Ui^illlli (3 «f d t IZ X D ^«fl 
2fe5GFP©|631^ttS^iifeo 
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»£bfc^J:5fc:afc*£ii;^ X Z vfr'f (-) 8-*&MlA 

, (b) it (-) IB-*«ENAtJ;D=i-K$n5s KRNACIg^t** > 

(2) (-) «j-*«RMA*«NP^>/^ft> p*wt#s, &&vi*>swnzm 

(3) (-) «-*«HNA#-fe>^-f ^-f^tft^-rs, (1) Sfctt (2) tiga 

(4) (-) «|-*«DUIA**x £££:ft*«1£^£:3-b*L-0^ (l)frfc (3 

(5) (4) izfRmo^^^vij^>msn^tsm^mxmmmis 
(7) (5) (6) izmmomB^mxm^mm^mmzmxt^iLU^ 

So 

l/^tD^-f^I N P/C/V M F HN - L 
ftfvtj'ifrTM N P/V M F HN (SH) L 
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*-e'J»W;i/;U5 N P/C/V M F H - L 
MtUZ^? * ^7 v r> ;i/^f4 (Paraiyxoviridae) ( 
Respirovirus) tC^^tl§-fe>^^ ^©gjafc^©^!^!!©^-*^ 
-^©T^-b^>>3>§-t(i> NPite^doutii M29343 N M30202, M30203, 
M30204, M51331, M55565, M69046, X17218, Pilfer {ZO^Tfi M30202, M30203, 
M30204, M55565, M69046, X00583, X17007, X17008, Miffi^ CoiMTIi D11446, 
K02742, M30202, M30203, M30204, M69046, U31956, X00584, X53056^ Fitfe^ll 
oi^Tfi D00152, D11446, D17334, D17335, M30202, M30203, M30204, M69046, 
X00152, X0213K MMfcTlZ-DUTte D26475, M12397, M30202, M30203, M30204, 
M69046, X00586, X02808, X5613K Ul£^Ko^T& D00053, M30202, M30203, 
M30204, M69040, X00587, X58886^#^©C: to 

^^7Df>f> (rnp) m&m^mtZo mmsmt. x^n-r^w^s 

*?WO\sX\Z&JktZ> (-) «-*«RKA, 43«tT>- (b) ft (-) ^-*»A 
(-) «-*«HKAi:«[^r*^>^^ft4:tt, IS (-) H-*»A^iSg*5 

.fcw/sfcttiBJgtis^u & (-) &--*mm£&&ft*j&i&Tz*>'i9n 

(DZ.tZm5o -jRtls /17^V)^W® (-) g|-*»A y ARNA) 

£^g-ft5BNA#, HNAOfe^*S«tU c «S!Ofeto©l|Si:&S (Lamb, R.A., andD. 
Kolakofsky, 1996, Paramyxoviridae : The viruses and their replication, 
pp. 1177-1204. /a Fields Virology, 3rd edn. Fields, B. N., D. M. Knipe, and 
P. M. Howley et al. (ed.), Raven Press, New York, N. Y.) 0 



WO 00/70055 PCT/JP00/03194 



v $ z v t> 4 )iz iz t % z > n z ft* & s fe&fatft in^o *»I 

0i;Lfcf (-) m-*mMh\ZZtlt>(D$>^>7M (NP, P, ££t>*L*>^ 
7ff) *^tfeRNP«^T"$)^>o HftH, ^^?v«M;u;*©RNPlt£ftli 

^nfcRNPtiiffljiart-r'ii^ bt«e^ (wipatetfic^isftsm) ©3 e-&&jf 

ft£o ^SUB©^**-^ *y£L<(i> «l*JT'}gl^fc (RNP) (Z^^n^RNA 
& H SI t 3 f £2/ * M ? 2> t> © T* & Z> o 

#$Btp§©«£fc (rnp) <d&*£ lxi±s x z vm^j jwe&tiimiz® 

£«, (RNP) ©fi^^b-rii, -b>^^>r;ux^t, 

milts jfcgfW;!/*, i^;wi7-f >7;px>ifii7^;i/^ (SV5K th;^-f> 

*^^©RNP(3^StlS (-) «j-*«RMAIi, ^7Vf^>f;i/7x©'J>£< 
(-) 8-#8RNAti* RNP©^MSOT*>^fC, P^W^Ss £«fctfL 

* w^R&asrrsiacfcSSsn-t^So *%m®w\z$$tiz (-) 01- 

9 4 tt 4 )\/7s (Sendai virus; SeV) ©«£, ^©^M©^VA^ 
Xttifol5,000**-^ ^UTJ-rmZ 3' ©M^ U-^-fH«{c«H§s NP (7 7 U 
K)> P (*X*K H ("7 F 'J F (7a-S>3», HN (a?^ 
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©?*> f, hn, MjiiE?o^^^-rn*\ £©&#£•*>-££ 

? Miifc^©^ Lti^ oRNPCff^t ii ^ n £> ©g 6 wi&ga v ^ tz 

NP, P N £<fcm^W^g©#£TTC©7/ARNA ^iliifcU:* 

(ommt, Mz\tLLc-M2mmte¥^ftt>-&%ztftT-%z>o np, p, &&m$> 

OT&cfcV^ RNP£ff^£*3fc&K^£-t!-3 NP, P, &£tH,»£?&> RNP 
*\z<£&tiZ>>f J Adu-K^ns NP, P, ^OTSe^f^K^-T-fc^ 

ga^^o -r&t**,, ^n^©iHS^=i-h*t?)MaM©T^y^iB^j(^ rnp 
>f;k#u- \<tz>*>^zncDTx;mmwe<D££x-&< arm 

ttflfe® t> i )\s7, (ommfcfc? x-ftm lx % «t ^ 0 -i%m&wM£titii£, z ©rnp 
np n p, *«fciFL«fi^*«»3H*n^ «iisrtTjait«it:Biip*m«-r*o 

m (^)i^-mm) \zm*m\tzfr> £tz\tz<DMMxm*mmf&$-#%>z 

09;itfs F»e^£»SL&^J:5CaS[SS£ftfc (-) $(-#g!RNA 
A»5.ENP*Jt«t*t:»^ NF\ P, fc<fcVL* >rt?Wt#lZ?* > 

£tz, (-) ^-*^RNA{z43^T^t*^ctat^^tLfex>^n-r^ 
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u-yfry^zn, mz-izfcm&nft&oj )ix (vsv) ©g*w?^k (vsv-g 
) zztftx-zzo mzi&km&nft&vj )iz (vsv) ©g*w^« ( 

VSV-G) §^II5«^ffil^T, *mWmMW.&fo$:mm-£%Z.tifi-<:gZ 

o 

^>y^«^^-r5lfflsa (^;wi-«) tiAit^^t, (b) WMU 

u ? (Dt%m±m z tzimmmta^i? *>mm&#.% m&tz z t \z & d m 
mtzzttfx-zzo ^>7*-dMz%m$vm^ np, l, >^?n 

^^-MMxmmzvz^tt-Mki^ *%®(Dm&mz'£$itiz> {-)m 
t\ 7m&m^ftz£oizt5zt&m&fc<Dmmm(D®m%:±vz> 

tzMZ\Z$f£ U^Jx.tfs (-)IS-*WA^feii^©*l*ilI&=i-h*1-SDNA 
^TTrn^-^-CT^t^^^ T7 RNA #'J — tfC <fc DRNAH 

So 

w\ ?/c&£vim&n(?)%m^?*-tmzfe£mMiz h7>x7x^y 3 >t 



r 
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j fr*>f; &izftfrt>m&ztiz>zftt>(Dm&nm\z, *<dtz summit* 4 

m*®h7>Z7*t7*>a>MMifimmZ*%Z 0 m?UZ, DOTMA (Boehringer), 
Superfect (QIAGEN #301305), D0TAP, DOPE, DOSPER (Boehringer #1811169) & 

<fe-C** (Calos, M.P., 1983, Proc. Natl. Acad. Sci. USA 80: 3015) o 
±E©«t o 13 LTflM&fcfc^T -< * -#fllSI<* ftfttf, -I ©88113$ 
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S^-r^iS^t^A-rSdi:^^ LVa (Journal of Virology, Vol. 67, No. 8, 
1993, p. 4822-4830 )„ ^itfe^&s ^^©Sitfe* (ffl\ P, M, F N HN, £ 

•fcifLae?) ©iu*fett^5t3»A-r53fc#-e#.s (h»j#m)o fu&©» 

£^©$S£*&tffc^«fc-5C"tSfc#>s ^3te^©iu*fett^5(3M E-I-S 

Atfc^tt3te^©^*ii, ^*ae : ?©±*KftJn'raig¥PB*SE5y©a 

(-)MA©3'^t3£^«^(S^e7-r^X©^yA±©3te?EBC*^T 

) *feiiHP«e^i:Pae : ?©BBtc:}¥A'rs^fc* j »*uv^a3i^ iAiui^^ 

-Y 7 MA© 5* (3 jft V > li if ( * << )V Z © 7 y A ±©&fc : PEB * V > 

©«aftia<jiiii*fc«)K:i±s witt^jtf^-f raioats'ii, t^^sts 



WO 00/70055 PCT/JP00/03194 

-11- 

am (3 mM%Mfc=?- & u$$ l x ^ x & £ o 0 

Kato, A. etal., 1997, EMBO J. 16: 578-587SVYu, D. et 
al., 1997, Genes Cells 2: 457-466013® CiptT^ *OJ;^atillt5; 

, 25ng///lW±©^T-«m»W(;#-©7*vX5 FtmmXZZZt&ftZ 

^m^^n^m^t, ®GLttnffi)£nmxW;Kz%m^x, ^-vtzm; 
mmn^ih^^tii^xoizmmmm^mu mm^^isbm^Lx^ < z 

(e), ft&mm (i) Rvmw-mt&mm (s) (eispd ©□t-sw 
mmmmmwmffitiLmmvmwmmmm (e), ^sb^o (i) s 
t>-fe¥§i^iH^j (s) tB®mfc?<D-ffi<Dmy}z^t$7°7 j -?-ttt LXs 7 

o 

fll2.HU 7*7-b*{lll^DNAIE?dl^ NotI££ £>OT£«IE-f 5'{BI 
Mj§® 2 £1±<D? 7 l/^-^ h' t < (±GCG N GCC0NotIE»ftfi£®ie?'J 
#^£ft&l^4Jlg, SfcffS IX&ACTT) £SftU ^©yfflCHotlBKaffi 
gcggccgc£ttin U £ C*©3' P-KBI LTffil© 9 S*i fcli 
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9 iz 6 (Dfemzto*. tzWiot&mtmv u %h\z% ©3' mizmmocmk^m^ 
'&<Dt&M\*G£tzi*cf& izmmm(Dcmkfrt>ffi 2 5 i&m*M$i lx 7 * 9 

GCG, GCC^Notll^TOfi^Cge^'J^^Sn^^ 4 MlZ b < (iACTT) 
£S#?U ^©3'ill(3NotlMgI5teggccgc^{tiPU. ^?>^^03'{IJ(3S^$: 
TOt-SfcfeOJf A^O^U^DNA^ftJD-rSo d©^UifDNA0S^(iv NotI 
!&Mftgcggccgc£^#K cDNA©ffiMflMBB^Ji:^tS-b>^^ fr-Ol^C 

s*t^>^^^f^^ACDEis mmmw&m* 6 ©fg$£ & 5 «t a 

CEfflR&tB:fH"S (nfc»9>3 r6©;i/-;i/ (rule of six)j ; Kolakofski, D. et 
al„ J. Virol. 72:891-899, 1998) D £ *>IZW XmKOVWfc-te t>4 )V7s 

(Dsm^ommmmn, #£l<i±5'-ctttcaccct-3\ igaau $?*L<(i5'- 

AAG-3' N EWMomWmm, ft £ L < £5' -TTTTTCTTACTACGG-3' N $ £ C *©3' 
{B0(cma©cDNAffiy!j©^3 K>*^^t^x.T^]2 5 JgSlS^©*@jiig©S& 

tfU=fDNA©3'©5fc*g£t£o 

fc#1?S5 0 «P*b<liVent#U^7-4f (NEB) £fflUTfirV\ igfiUfcBWW 
K-liNotl-T^flSbfc^ 77*$ K-<^^-pBluescript©NotIM(i#A-r^o 

7?** K^^^-pBluescript^^^1 i ^NotIgPjfi^itg^AUiiglx.-b>^ 
-f »i7-T ;^cDNA£f#£££&qTfrt*fc5o 



WO 00/70055 



PCT/JP00/03194 



-13- 

V4)]/Z<DL P> NP* W^fTiCcfctK HNP*ff«|J«$*^ 3©RNP£^ 
tf t> J )IX * V 9 - ■£ 6 Z t ifi"C # 5 o^V * -DNAfr 6 O t> 4 )VX ©H 

fr5 (SW^5B97/16539^; @RRfiHI97/16538^; Durbin, A.P. et 

al., 1997, Virology 235: 323-332; Whelan, S.P. etal., 1995, Proc. Natl. Acad. 
Sci. USA 92: 8388-8392; Schnell. M.J. et al., 1994, EMBO J. 13: 4195-4203; 
Radecke, F. et al., 1995, EMBO J. 14: 5773-5784; Lawson, N.D. et al., Proc. 
Natl. Acad. Sci. USA 92: 4477-4481; Garcin, D. et al., 1995, EMBO J. 14: 
6087-6094; Kato, A. et al., 1996, Genes Cells 1: 569-579; Baron, M.D. and 
Barrett, T., 1997, J. Virol. 71: 1265-1271; Bridgen, A. and Elliott, R.M., 
1996, Proc. Natl. Acad. Sci. USA 93: 15400-15404) o tU )\,7s^>? $ -Wk\Z 
*^T, Fjtfe^x HNjtfc^ &&Vl&tz\Zm&r£*K^^tz.m&\Z\U 

«$t4©^^^ll*#^§^oDNA^^tf^^^ft§^^®i^©WJ^ 

izMk^ifim^m^^h^iz»iz+^^m%^vvx{z^^xmmmzm^ 
hum* 

(DhbTii, m*<D h7>X7i^3>|JWJtl5. #I/U^ D0TMA 
(Boehringer), Superfect (QIAGEN #301305), D0TAP, DOPE, D0SPER (Boehringer 
#1811169) &£#W£>ft3o ®i:LTTO«y>iA;w>^^SfflUfch7 

>77x^> 3 e tis zoismiz x ^zmmmz a o feDNA{±^/j>jia 

£Ifc»)&£ft.£#, ^rttC^+^ficDDNAA^AS-h^^nT^S (Graham, 
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F.L. and Van Der Eb, J., 1973, Virology 52: 456; Wigler, M. and Silverstein, 

S., 1977, Cell 11: 223) Q Chen43«fcth*0kayama(i h 7 >7 7 

MftfU 1) m££ft£$tJ©^>*a^-> >a>£#£ 2~4% C0 2 , 35°C, 15 

~24ra, 2) mMmmvi£vmtt(Db®ifi%i&tfm< s 3) m«*©dnaji 

20~30jug/n\(Dt%mmt£&m&mt>tl5tm£LT^2> (Chen, C. and 
Okayama, H., 1987, Mol. Cell. Biol. 7: 2745)o ®<Dl5m±. -jiftft V ? > 
77x^^3>ClLTl^o £<i£DEAE~r*7s h^> (Sigma #D-9885 M.W. 5 

m&5tzMz?U£i3r>*mZZ>Zt&X*gZ> (Calos, M.P., 1983, Proc. Natl. 

Acad. sci. usa 80: 30i5) o ©ofimim^&mtmztizfimx, MMM1R 
mm. mmm, mmmmomM^Tx^t^tix^^ 0 

>t£^#jiLT^£> 0 Superfect Transf ection Ragent (QIAGEN, Cat No. 

301305), D0SPER Liposomal Transf ection Reagent (Boehringer Mannheim, 

Cat No. 1811169) tfm^tiZo 

cwkfr (Dmmmzmfo m k £ ? t u t ? ^ # s 0 

24ftfr t> 6 imig.<D 7v 7 * v 7 7 V - h £ fe « lOOmm^ h U M±X N 10% <7 
!&M»(FCS):feJ;tftt£*Mr (100 units/ml ^-^> D >G^ctt5100//g/ml X r 
U7"h?^^» *^tfft^^««! (MEM)*fflV^T"9-;H51«**ailiaacLLC-MK2 
£70~80%3>7;i/x> r££S$"CJ3*U 09*.tt Ug/ml psoralen (V? 1/ 

» #st oviwif«ia&2o^«i3i-eTOfl:tfc. my *7~v*fmtsiB& 

X.Vtty-TtH ;U7vTF7-3 (Fuerst, T.R. etal., Proc. Natl. Acad. Sci. USA 
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83: 8122-8126,1986, Kato, A. etal., Genes Cells 1: 569-579, 1996) £2 PFU/ 

m^x-mm $ * 3 0 omam^ «t onnrotwiSfHi #assifii- § c k #-c 

£3 0 lft$ll$m& 2~60>ug, «tO»Sb<ii3-5A£g®±IB©fflljl^"b>^ 
<M;i/7cDNA£s ^ft-fe^* 7 A©*£fi££j&21& h ^y7^\zWf^'t 

2,$4)lZ#>/V?n*%MtZ7 : 7Zl\ i (24-0.5//g©pGEM-N N 12-0.25>ug 
©pGEM-P, 45ir>*24-0.5A£g©pGEM-L, «fc t) b < ttl/zg©pGEM-!k 0.5//g© 
pGEM-Ps iJcttfl^gCpGEM-L) (Kato, A. et al., Genes Cells 1: 569-579,1996 
) £it£Superfect (QIAGENft) fcffl^fc 'J #7 x7 ^3 >Sfia »? h5>>7 7 
x^i>3>t2)o h7>X7i^>a >*ffofctt(is BrStJ: D 100,ug/ml 
©iJ77>t!^> (Sigma) &tf>> h'»77K; *s Y (AraC), etD£?£b<i;i 
40/zg/ml© v h i/yT'y tV K (AraC) (Sigma) O^fc^trJfiLit^OHEM-eJg 

g^"rS«fc-5CHSI©Sa*S*l9:^-r5(Kato, A. etal., 1996, Genes Cells 
1: 569-579) 0 h7>77x^a >a»e>48~72l$|g|gjgJg#&s 

5 LLC-MK2SBBS C h 5 > 7 7 x £ ^> 3 > t X mmt 5 • 3 ~ 7 B £ 
HUR-T^o NP> L, h*£|J9#>fr£>x>'<n--7 , *W^ 

M&^-rSLLC-MK2SBJiat h7>^7i^i/3>t5^$fclii>^0-^ 

LLC-MK2M C MM L X t £ Z t \Z «fc ^ X t> 4 )l 7 * 7 * - & Hffi t 3 Z t 

^m^t^>ZtizX[)^t^ZtifiX^^o HAIi r en do-point#«sffij (Kato, 
A. et al., 1996, Genes Cells 1: 569-579) D&jtt £ Z ttfiX % 2>o %h 
fltz t> 4 >>l/7 7s h * 7 &-80°CT*«#-r & ZhttX §5o 

RNPm * ii -7 * ^ 7 ^ * * - # ^jgg t a ps s m v ^ 
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x > ^ o - ymfc? * fgsa-r 5 ^ * * - £ ftc ±i3©fiifr e> f# e> n feRNP t tz 

£tz\±, ^>^u-7$yrttwmfc*i*1&friL1zntzY7y*V^-vZmW 

fti%&ffi7°u b=3-;un, fr?nmm&&&¥j , m&#, pp.153-172 

)o JittttCfc*, fllJtfciU £*&«i&ig*&fc:Aft9'~12B|!3 37~38°CT<i£#U JE 
pp.68-73,(1995)) 0 

tz\ZZtl&±<D*%W(DM?fe&fo$L tzl±Ztl*<atS tf 4 ;UX^ * -£> 
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t&-zzz>o zo&oizLxz.mztitzm&^j fruits vti-ym^bMmT* 

^D-7°jte^^^aLr^^u^^;i/^(ii:b^^y aim xa*'J>3 <&(k ft 

^;i/*fr£©#IPJ3©RNP©IlSm> 0i;tHU &T©«fc?£j@£'bi&&*Jffll/ 

E©±£MU 20,000~30,000rpmT-30#5I'hU RNP£^i?H#£[l]iKir3o 
#>f;i/X*0.6% NP40, ^©r^^n-jl/ith'J^^ lMKCl 
, lOmM p-tfriJ-rhx-PS-frs lOmM Tris HCl (pH7.4K 5mM EDTA (ftttft) 

ns^to 20°c-t-20##<fi u ii,owxgT?20£ia»'(yrao RNP&^tr±a** 

50%yj-tro-;K 0.2% NP40, 30mM NaCK lOmM Tris HCk ImM EDTA CI1 b 
% 39,000rmp, 2B$P^ 4^»toLTifcl8£IIIJK'f So &»C£$ft3RNP«'&# 
tt, 0.5% Triton X-100 5:^tf^(3Sig^ifc^^> 10~40%^> a «t^@B(3Mg 
U 20,000~30,000rpmt- 30#S§<frU RNP£^tfl£-©^> F*0IR«£ t 

*mw®w.Gm*s muz&m&mfr^v ymmm&m&tok. (pbs) 
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DOGS (Transfectam™) i; fettDOTMA (Lipofectin™) (^:n-x;Hb"£tl) 
DOTAP (^x7f;Ht^i) 

DOPE )l*Z7T3-i?)lx-# S-)\/Tl » 

dopc )i*x7 7?-V)i?V» 

DPRI D-- t?>*-;i/»JH^ (RI) (VL-ZyS-VZTyuj )l**ty7U¥)l ( 
Kn^a^i/IHbTV^^A (Sigma) <7»VV1/* W;Wb 

dori m±®v*i"< )mmfo 

*^:*>£#u -7-im^ct>M^x$)^, tt£L<\z&f&fr?x&z> 0 n 

mfc?mAmmm%!)tt%zttfx%z> 0 zamfc^mAmmmat, 
£fczmALx&&m^£ftMMfrbmfc*zmmz-&z>zt&xgz>o 
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gfit mm (exvivo) ^g^(c t i:s^le^s©v^m©^^ioT*, m 
fc?mz%m$#2>zb&mzx'&Zo ft&m&TtLxizftizmtmteK, m 

[z&s-tzz.ti.z&io, mmmz&u-cft&*mmtz>zt&x%2> 0 w%vz 

icwbiMt^ut^fi^^o Mz.\mm%imtLxiz, mmmm. ztz 
mmm^^(Dmm^mm (apo iz^m^^t^MBT^m^-^^^t 

ttX-ZZo Z<D£?tei&fc?tLT\Z, m&iM Muc-l £tz\Z Muc-1*8A^>#> 
xAUt^-b^^K (#B^lf!g 5,744,144^), ^;-7 gplO0inJj§*& 

mjbtiZo ^©cta^ae^(-cts^(±, ?us, &mm, bb,i&. mi.mm 

) IL-2£:-#li3lL-12 tOl^tit (Proc. Natl. Acad. Sci. USA 96 (15): 
8591-8596, 1999), ii) IL-2£^ >*-7 xD >-y (^H^fFi! 5,798,100-^) 

, in) m&xm\,^hz®n®?u--Mm®? (gm-csf), iv) mmm^mm 

tt&tLtz GM-CSF i: IL-4 ©3§^fc>* (J. Neurosurgery 90 (6), 1115-1124 
(1999)) fciftf^tf ^n^o 

iilOMilLtli, ^>7;i/x>ifH^^Tii, 0«;L H5N1 
>^n-7\ S*«t34o^T(i> ^•Jx.(i^>^n-7'dr^^ (Vaccine, vol. 17, 
No. 15-16, 1869-1882 (1999)), *J ZlZ&^XlZ, ^JxliHIVgag^fcli SIVgag 
*>A°m (J. Immunology (2000) vol. 164, 4968-4978), HIVx>^n-;T# 
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4 (Kaneko, H. et al., Virology 267 : 8-16 ( 2000)), 3 ]s7\Z#^T\t, mX 
(in 1/7%M(DW73-— v h (CTB) (Arakawa T, et a 1., Nature Biotechnology 
(1998) 16(10): 934-8, Arakawa T, et al., Nature Biotechnology (1998) 16(3): 
292-7), SE^HC^TfcJU Mz.lZUXmtJ y>V? (LodmellDLet 

al., 1998, Nature Medicine 4(8): 949-52), T^mmz&^XiZ, kb^KD- 
fr^moiiyis K^W^Ll (J. Med. Virol, 60, 200-204 (2000)) & 

ifctKlfcT, 4 >i/iU>»fit©^7 , ^K©^ll^fft>nT^^ (Coon, B. et 
al., J. Clin. Invest., 1999, 104(2) :189-94) 0 

hmffi®&%**?^nz$>z>oib¥%ytmz «t & ircsev-Fj/ttth e>n* 

12 2 (is Cre- loxP^ C £ D fSH * E# b fcFM fi ft ©«i!®^© 5 s >r * 7* 1/ 
£^ t ?*7f ft § o F^aSeVCB^^^ 13 ffl ^ fe 7 £ - 7 * -f )l * \Z «fc ») 

^-m^?>©Fse^s^^^< >nt7 bfcd^aMPJbfco 

1. LLC-MK2^ctt>*CV-ltt^n^ti©ilJ3S^©^©W7^-l2- h^m-To 
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2. LLC-MK2/F+ad43J:t>*CV-l/F+ad(iT^y 7-f ;i/XAxCMCre£jjn*fe*ft-€'*l© 

3. LLC-M2/F-ad^ctt>XV-l/F-ad(iTxy ^^;^^AxCANCre^i^^TV^^^^ ; en 

4. LLC-MK2/F+ad MZTrJ t?4 )l7.hxmCreXmm%MLtzMfa&£ 3 

5 . 1 d£ «fc t>*3d(i * ft i?ft S§*l$g31& lB£<fc7j35£Jg-ro 

6. Vacld*«tWac3dtt*ii-€ , n i 7^S/-7 , ^>f ;i/XSR»!^ 1 B£efct>*3 B©*ffl 

7. AraCld*«ttJ f AraC3d»±**i j enApaC*«llnitT 1 0*^15 3 B<DMfa*mt 

o 

8. chx id*j;t>*cHx M\±zti?tim&'£mmmmv4?B^*>si H&sauu 

T 1 B££t>-3 B©tt£f§to 

06(±, GFP^AF^^SeV cDNA(pSeV18* /AF-GFP)*F*»3HLLC-MK2ifflJ!St: h 
7>^7xi">3>LtGFPffi|B3S (RNPC^ai) &S&Ufc*£££^-ra£Jtt?& 
S o »JRS i: t X £ NP3t£^©3' 30% £ + 7 ;u U F&£SMft £ GFP ft * 
AtfeSeV cDNA(F$/*7;i/I!SeV)&/B^fco r allj fiSeV cDNA©ffeH, NP,P,LM 
B=?*%Mt 3 7^7^ h* (pGEM/NP, pGEM/P, SVpGEM/L) * m£ h 7 >7 7 
i^^3>lfc*©^bto r cDNAj iicDNA (pSeV18 4 /AF-GFP) ©&©b"7> 
77i^'>a>SSlbto RNPb7>77x7>>3>liGFP£fg^UT^£P0ifflflS 
&®JRU OptiMEM (GIBCO BRDCiSb (10 7 8MS/«1K W&MM3®< *)M 
Ufe7-T-b- M00Al**^*>tty*V-AD0SPER(^-y >#-v^ WW 
A) 25#lfcig£U §i§(:15»IlTi^> F^gglfg^W (+ad) «inL 
, RNPh7>*7x**>3>*fTofc. «©ft,«J:LTCre DNA'^Vtr— 
•IfSMt^IiiTTy ^-f (-ad)«ftfflv>fc 0 *©*S*x PO© 
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^fefem*^-r«"T?*SoRNP/ottEHP&SJB (overlay) Lfc*fflJ3S£?§U RNP/t 
&RNP % transf ec t i on t fc » £ J§ 1" o 

n £ ^ twn t- * ojte^^M^ j h mm l tzmmm ? j * - 
<Dt%m±.mitmwm®mmzmz.miZ^, 3 b mz®s&$titzf%m±mz. 

#HgftRNP£^t? -5 * -fe - h £fl»J 2 (HB«©F^?i«(3 D*7x^>3>L 
, tS#±«[I]iKbfco C©^±tf&F^«©tgflfetUPx.«^^s 3Bg 
£[HlJK£ft£ig§i±?il£, F^MJ3Si:F#^«i3l5lB$!CttU hU7*i/> 

o 

01 Ottx Ffc5fccDNA*»£E]JK<*ftfcbf 1 J;t>©>rV Aftiifcitig-f Sfc^ F 
^«©^#±?i*©^-r^7SE]lRbs total RNA£flS£iibT> FhHN£7°n 

zn<tm-Kwmm%7jktmm~e&z>o 1 : +is-np, +18 Not iit-f h 
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Eo 2:m-gfp, wmfc*ifim& : ?&m&tsuztt? 2 z tommo s-.mfc? 

, mfc?(Dft&(Dmm 0 g£SSeV£F£llGFP2g5aSeV©>rV AM&Z±iZ*Ltz 

o Gfmfc^wkm&mzft&b, iw©3'3Wz+i8£*©Noti-tM h#&D, f 

SHe^F #RNAy y a © £ z iz i> L & t ^ J: «E£ ft £o 
0 1 2 14, <>>( )lZ<D¥£Wlz®mmiZ&fo?Z&nn 4 

0 1 3 14, Gppoae? w^oflii(Z)*fi^ ®**i4»^a i: mm?&z ztzm 

B L fcRT-PCR©fSH * ^ "T KIT- & £ „ 

MX- & s o f fc£ •> >r f? 4 )iz t mm\z ftmz ^<;* ;i/&RNP 

Ell 5(4, F^SSeV^^^-{z«t^in vitroT'©£t££M^©^»*t£ 
? * AoeS & * t T* * 3 o 

01 6(4, v**«Jft#ttiffliS (BMc-kit+/-) ^©F&&S!SeV^*-CD**A 
£8?*ffbfcifglil£^t0T";fc6o BS^^-ttPEBtt/GFPRttfcJSU Itvt- 
(4PEHt4/GFPIitt^Ji-ro 

01 7(4, ?y Mg^©^*-© in vivo jF"r¥£"C&So 

0 1 8 (4, F I83i«fr f, SIR t fc F *SSeV^ >r £^tr£ll±?it £ F 

©•W;i/X©#££HA assaye«tBUfelB**^-r^tf*So 

01 9(4, 01 8Bt«^t»lMljp-eHAIlttt»o&»R*(lane ll:fc<fctf 
lane 12) &8W»WfcH8»UTJ£*2B£0»R*0Ha assay^^rofcig^^ 

02 0(4, ute&?mm&ifi*^4 »zm*ft&nm?m*tz&%*Kti* 
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H 2 1 li.F^S >f i^eoliA® F7>X7x^> 3 >©l£3l£*ir¥ 

t?If*S. LLC/VacT7/pGEM/FHN(iLLC-MK2ifflJiS^ V >? *y-TmMk, pGEM/FHN 
75 7 5; F£ h7>^7i^'>3>Ulfi. LLC/VacT7{i7^^-T^bfc 
LLC-MK2tt<, LLCMK2/FHNmixtt F N H N jt£^#A£ ftfcLLC-MK2«T 7 D 
>7*LTU&^iTOo LLC/FHNI±LLC-MK2JfflJ6tFx HNi^^SAl/TTfy 

*j )izx-mttmm'&(3B'&) omm, 1-13, 2-6, 2-16, 3-3, 3-18, 3-22, 4- 

3, 5-9te7n^>7Xfc£t©M«©#^ (fiir) fclifo 

02 3fci\ pGEM/FHN0»ftI0WJR0SV^«fc5'>-f ;i/^©^J*&ffl|gl/fclB* 
^T^t-^XT'^So FHN^»GFP|ggiSeVcDNA, pGEM/NP, pGEM/P, pGEM/L, pGEM/FHN 

AraC, h'J^>>At)©MEMt35ESlU * feC 3 0IH«*bfco Stfe^SAfc 2 B 
IfS^iMifim^ pGEM/FHN©M©*&©ii^£$>tEU GFPIB3UI 

mvfctfbX'Tyj jixcDBrnzmmhtzo *©*siR*w-r. h^^^pgem/fhn 

* W L &»£tiGFPS6S*BIJ!S©I&# t) #tta£ft,pGEK/FHN©^#^»£tt 

H2 4{i, RNPh7>^7x^i/3>(i € tSF, HNrWi'M ;u7©lf#§^ii$l 
S^t¥XT*$>-So ft£flg*&3Bi<2>F HN&fg3E« (12well) tPO RNPSfi 
JB£fcttD0SPER£ffi^TU#:7x£2/3>U 4 B&KGFP&ggUfco RNP h 7 

ij]btz(±)okde/cre^m^br6mmvmizYmm&tmm^M^ntzmmizfm 
xmtn fr*m%mmi;mi%&x*£tzz.t*mu\stz (t)» 
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LLC-MK2/F, LLC-MK2/HN, LLC-MK2/FHNtZ«bT h 'J ^>>©M©£ftfT*ig# 

{.tzmmzmt^n-z&Zo i%m3nmzmm&%mMM<D&&t)*mm\stzo 

02 714, FHN^«^^;U^r-^bfcF^3E|m©^±?ift*RNAO 

>p *y =. T 0 <i )V 7. © ?RSt4fb t T7rS^ ft 5* f 0 T* & £ . 

0 3 0(4, Vvl/> -WmMXstzV Z^-T^J )\'7><DMM%W I & (CPE) £^ 
•r^HT**5o 3xl0 5 ©LLC-MK2«ft6^x;i,-7-l/- hCS^fco IBIJ3S£-Bfci£ 
9£^T^;i/*£moi=2^&£-efco 24B3TO, CPE£«l£bfco ft 
MO^^T^-Ol/yUcicfcSCPEteA, 15 N 20^ ^iWMllfe 1 ?^^ 

03 2i±, )i7.mmMnmzmutzMMizm&tzwLm^mtev 

03 3(i N triVSV-G^(Ccfc§^x^^>ro>y YMtir®m%*7Ft'%nx*&% 

o 

03 4(4,ln;VSV-Gmtt£^£7n--!M Mb -8?tff©*£JH£^0'e& 
§o AxCANCrefRlfe4Bi©LLC-MK2VSV-GII#»Stt (LI) (moi=0, 2.5, 5) ©8? 
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tit&%*mto -KJ/MfcttiaVSV-Gftf*: (MoAbl-l)s -&ftftteFITCft Vi^tX 
03 5(i s AxCANCre ©«i (M0I=(K 1.2 5, 2.5, 5, 10) 

«^±^^iHiiRu, ^cvsv-g si#bu(-), mmm^nnmizmmzv, 5 

Bg©GFP ©^LT^S«$H^L^m*^f¥*r-feSo 

03 7tt* VSV-G »3M**B^ , t»e>ftfcF Sfi^mi^^A^tS 
a - K * ^ 7-fe > *y £ :fc <fc t>*FHN^»-b > *V )IZ ZfflSmfoT* 

El 3 8fcJu GFPit£^£^tfF N HN&fc$Hr>*y *-f;i/** VSV-Gitfi^Si 

03 9li, VSV-G j»fi^MUST-Ji5iL^^^;U^^ F*5<fctf HN ^St- 

p-GFP©n«iriB»*©iqi±ft^'ria"eft*. po (ikfttt) ©d3~d4 (3 a i~4 b 

04 2&, xy^o-r^T*^^^ KfcifflJ&M0*&#£fctf£J;£SeV/A 
F-GFP0»«j«©ra^©«»»***-ria-C*5o GFPmtMIBI4S«lfiE*n 

04 3li,cDNAA»£>0Ffc£-fe>*y t>4 ;i/^©l/X^a-0^ig^§^f 0 
■e&SoXV^D-nBS^^ Ki:««jl©li^^t)#{3ct^SeV/AF-GFP 

®s«fi6»*© isi± * ^ to 7 b a +- 1/ > ^ h & wsl t & z t\ mmm<D 
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B448U GFP£^£&tMacZf§® F fc&SHr>*y ;i/*^*-CDlacZ 
04 5H\ -b>^ "W AcDNASffjt©i7-^^P-->^ (A) fc«rfc£ 

H4 6{i, SEAPHNotl+M K fe^»v^;K ttSIEflU (EW*S^^ 

5 o LASIOOOT'H (9 75 - * 7 y -fe -f ©£ftiH»0-SB £*"T o 

04 8HU #Hz>#W^;i/X^*-F^t34b^£L/#-*-«£^ (SEAP) 
©2m*©£^£Jt$Lfcil£S£^'r0'e&5o SeV18+/SEAP©7 ; -*£100i:L 

0 4 9li, PI FHH^a»St*fcf*GFPIB«*^r8l«IIWeft*. 
05Olt VSV-G'>i-H^-rrSeV/AF:GFP*»«IBCDaia**, irCFJa^ ( 
anti-F), tfMft (anti-HNK {ft-b^^-f »>>f ;i/^Jaft (anti-SeV) fcffl^T* 

fcVSV-G^>a- K*^ 7"SeV§«^-y-fe«©GFP©^^^-r¥*T-^S 0 

#r©^£^-f^-e&3o 

05 3(is F«£^£^Ufc^A£WTS-t?>^<W;i/Xs &SVMiFjI 
£ ^ ;i/ ^ c «fc 3 ^tfltfeSo 
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05 4(4, m&ttk&\stzVS *4 KZZtz&m-Qi' 
H5 514, MGF«SSft»«tfcF^ffl-fe>^'>>f;i/^ (NGF/SeV/AF) 

12 5 6 14, NGF»«F^^SSeVififfii«BJia<fc»)«ia*nSNGF0?Stt4^1-0"tf» 

JB»«IB©»«±ai*R**^»43 > h o-;i^ l/T©HGFSafc«Hi0U 3 
m>HU7't:J:5a7cStt&««i:UT^«fi*^*Lfc (n=3) 0 tg«± 

?t i4 i/iooo«ffl *y mmua t fc 0 
05 7(4, mmmvk&msevmmmM&b%mtsn&m¥(Dfe&**t^n-z 

««©Jg#±?t#j^«^i43> hD-;i/i:bT©NGFgG£»U 3 B& 

C f&tfl b o 

A) 3>hn-;i/ (NGFMffb), 

B) NGFSSlOng/iDL^inis 

o NGF/sev«»iiaiiia«*±?«i/ioo#»;«sja, 

D) NGF/SeVMiiBS^#±t*l/100#»|jPs 

e ) mY/sev/Ammm^m±mmoo^Mmm, 

F ) NGF/SeV/ AF-GFP««tS#± WlOO#»iD 
0 5 8 (4s Ad-Cre©moitFSS©#gSfi£^t¥ln:fc3o 
0 5 9(4, Adeno-CreCJ:SLLC-MK2/F0^3S*^t¥KT*feSo 

06 0(4, Mtt\z£z%m®ftffift*7fit?*n-z$>Zo 

06 1(4, lfKWC«t5FSa©©ffi'fbS^-r¥HT&So 
06 2(4, GFP-CIUh^SeV-CIUh©fflHil^*^1-0-c?feSo 
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mmm 1 ] YK^mtyy^ <w ^©mn 

<1> F^SSeV^y AcDNA*ctt>7^7°7^^ K©$£H 

-bvy-Y^-Y^^ (SeV) ±^^V AcDNA, pSeV18 + b( + ) (Hasan, M. K. et al. , 
1997, J. General Virology 78: 2813-2820) (TpSeVlS*. b(+)j it r p SeV18'j t 
i>^o) ©cDNA£SphI/KpnI^^LT7^7V > b(14673bp)£[IlJKU pUC18 
\ztu-=-yyLi:h<b^o7^^K h*pUCi8/KS£LfcoF^Mft©1i!giic:© 

pUC18/KS±T'^ofeo mfc?®KMl±, PCR-^-Y >f-l/ a >#&©»-&£>•£-£ 
frVv, LTF3tfc^©0RF (ATG-TGA=1698bp) M^Tatgcatgccggcagatga 

(gBWf: 1) l?3g*SU F^»SeV>!rV AcDNA (pSeV18 + /AF) £#ffgbfc 
0 PCRte\F©±$tfc:te: (forward: 5' -gttgagtactgcaagagc/BB?!ll£-'§- : 2, reverse: 
5' -tttgccggcatgcatgtttcccaaggggagagttttgcaacc/ffi^'JS^- : 3 X Fjtfe^CDT 
$ttl(i (forward: 5' -atgcatgccggcagatga / IB #1 # ^ : 4, reverse: 5' - 
tgggtgaatgagagaatcagc/ie?!i#-^ : 5) ©PCRMj£EcoT22Ifg!gLfco d©£ 
.SCIi&ftfcr^yU K$:SacIi:SalIT-^{bbTsF^aM^^tfM©WrK- ( 
4931bp) £|I]iKLTpUC18C7n-n>7*U pUC18/dFSSi: Ltzo C©pUC18/dFSS 
^Dralll-e^fbLTs mfr*®M LTpSeV18WMfe^£^t?fI$©DraIIIHft# 
tW^m*-, 7-f^->3>bt/77^ KpSeV18 + / AF £f#fc<, 

^?)(3s F^£M£EGFP3ifc^£l§g4LfccDNA (pSeV18VAF-GFP) ^«^"T 
3 fc^PCRfl J; 0 ,EGFPjI1S^ (Dmm*fti fccEGFPitfc^ & 6 ©^(Hausmann, 
S. et al., RNA 2, 1033-1045 (1996)) \Z&b-£ Ztz&b 5' &NsiI-taild7^ T 
-(5'-atgcatatggtgatgcggttttggcagtac : E^J#^ : 6), 3' fiNgoMIV- tailed 7* 
v-(5'-Tgccggctattattacttgtacagctcgtc : E?!l#-^ : 7 )£ffl^TPCR&f? 
ofco PCRjl»*©JIS»*NsiI £NgoMIVT?$fbUT^;i>;b»£»r#&l|JKU 
pUC18/dFSS©FfcfcgMft£fc3NsiI fcNgoMIV^df&JIWfftMC^U >- 
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fi^^StBlfc. ZZfrb, EGFP»fc^££trDraIIIKrfr&IIlJKU pSeV18 4 
©F»fe?££tff^©DraIIIWtf-fcllgiSI^ 7Y^3>Lt777^ H 
P SeV187AF-GFP &f#fc 0 

Fae^S^-TSCre/loxPH^IBS^^^ K ©*HU±SeV Fitted 
£PCRT*iftlU &fltBLfc^ Cre DNAUi3>t^— 

Mtl^Sl^^^^ tiS ct o tRff-^flfc:/? 7s X K pCALNdlw(Arai £ J. 
Virology72,1998,plll5-1121)©:i--^1M h SwaiatfftCJfAU 7-7 K 
pCALNdLw/F^bfeo 

<2> SeV-Fga*SI#l63S-rS^^-ail!a©f^i!i 

«4*> LLC-MK2«lllS£B^&o LLC-MK2«fi, 10%©M3I b£^M^>BS 
j^Jfil?f(FBSK ^-*>U>G±b 50#ffi/mU £<fct5* M/7h7>fS/> 50 

//g/ml^»LfeMEMT*37°C, 5% C0 2 "C^#Ufco SeV-Fjtfi^MtlMM^tt 
Sttifc^ Cre DNAU3>hr^— t*C«fc»)F»fe?j^£S§#&JB£ii3«fc'5 
dlSit^nfe±IB7'^^ ^ KpCALNdLw/F^s 'J >®#;i/S"i7 (mammalian 
transfectionkit (Stratagene)) fcj:?), ?ffl7*D h n-;K3^oTLLC-MK2 ffl 

10cm7°l/-b£ffll\ 40%=!>7;Pi> h^-e4WLfeLLC-MK2WH10//g© 
77X^ KpCALNdLw/F£a»AgL lOilOlOX FBS£^fcMEMigJfe£T> 37°C©5% 
C0 2 >^a.^-^-fft2W^«tfco 24l$ISI&t;:SmiS&tt#U lOmltgife 
10cnr>-f-l/5*fc£flH\ 5ml l# x 2ml 2^ s 0.2ml 2#{3l#^ G418 
( G I BC0-BRL ) £ 1 200 u g/ml & ^ tf 10ml © 1 0%FBS 6 ^ tr MEM^Jfe C T Jg# £ fx I \ 2 
HSC«*S£lftt«cA J &, 14Blfflig*U »fi?©£j£#A#©'»ftfcfTofco 
RJgJfeC J: 5 £W LT § feG418tBttft^fliJatt^ > ^ U > 
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#^n->to^TCre DNA'j n > Mir— ^H^T ? J 
^AxCANCre^^^, JnSeV-Fg & f^E J >7 D— ^-;HgG (f236, J. Biochem. 123: 

1064-1072) zm^zsev-m&(D%m*o^z? >yu v r&tc^tmrcDj;-? 

*AxCANCre£»£>©£i£ (Saito et al., Nucl. Acids Res. 23: 3816-3821 
(1995); Arai, T.et al., J Virol 72,1115-1121 (1998)) CfcD moi=3 7«Jfi«! 

s ;*^-M-T-«£li#U 1500xgT-5^^L^ «£*#>fco 

«(il50Al PBSA"y7:r-t;Sli§^ |sj«©2xTris-SDS-BME sample loading 
buffer (0.625MTris, pH 6.8, 5%SDS, 25% 2-ME, 50% glycerol, 0.025%BPB, Owl 
98°C 3^PIHllWIItlffl^l:|Lfe. (11/- 

>^fcDixio 5 m) &sds-#';t^ u^t^ h*^;i/ (v;u3^>io/20, m- 

r&CU; ?)PVDFfc^M (Iimobilon-P transfer membranes, Mill iporettSD C|g 
ILL $£¥(£100% ^^y-;KZ30#, *£30#lffl«Ufc*g¥K£teflJU 

imA/ci 2 fiscift-eiw^feo 

£0 . 05 %Tween20, 1 %BSA£ »Lfc^n>^> 7 n y * x- 
X, iffltS) 1 IfclBlffi*^ 0.05%Tween20, 1 %BSA*«mUfe^n y 
^«T"l/1000#f5Lfei5tSeV-F^ (f236) TlfiT-2^M^tfc. g^fe^ 
jg£3l!2Oml0PBSH).l%Tween2O{;:5#iaig&LT&&Lfc^ PBSHMT- 5# 
P^i£SL&#b£of2i|£¥M£0.05%Tween20, 1 %BSA£«L£7n 
^T-l/2000#^Lfe^-^^^^-^^i5LfelnV«>^IgGtn;f*: (Goat anti- 
mouse IgG, Zyiedtt^) 10ml££fiT* 1 fi?IBSJ***fc« §£te¥§l£3jg20iiil<D 
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PBS-0.1%Tween20£ 5^^JgHUTi5t?tLfc'#>PBSi^®^f 5^mS9 Lffi&b 

fe o 

fb^SB&S (ECL western blotting detection reagents, AmershamftSO £<k 
0 fcxSeV-Fftft 5X©^ 6> ft $K«^«U:©S & ff©$?tB £fT o feo*S*ttBI 1 
t^-To AxCANC^e«^^6tl^SeV-F^D^«ai^n^ SeV-F?l15^ 

fss-raLLc-wEiHBjiaof^m^KB^nfco 

mbtltz MJ» LLC-MK2/F7M & JaSeV-FifCtt *I^T70- 

M r V-mtif*ft^tz (|2)o -r&fcts lxl0 5 «£15,000rpin 4°CT* 
5#HXe>**£>U PBS 200#tt? ift#U 100^#«?bfeKF^y^P-^;U^ 
# (f236), 0.05%T^ib^- h «J*A, 2%FCS£^t?FACS/J?PBS (BflHb^) T?4 
°C, ll^^ltSJS^tfeo #tfl5,000rpm 4°CT-53f t gx tf > U PBS 
FITC^f&LfcJri^XIgG (CAPPELtt) l/zg/ml^30^»±T 
SJSSS^ H^PBS200^1-e^#t> 15,000rpm 4^5#K»i&UTfBIB£*£ 
>#*^>U lml©FACSfflPBSHMUfco EPICS ELITE (u-;i/*-ttSi) TVl/if 
>V-y-*m^Z, ©^^S488nm, ^^jfiES525nmT*«?W : t feo *<DlB*s 
LLC-MK2/F7 tftt SeV-FjKfe^K^^SI^^^^^tafrfc^^V^S^tt^tftai^ 
ti, SeV-FS a g #«HiB C ft 3 d h «E£ fife • 

^;w^-MT-si«^^nfeSev-FmaK(i«©Meiif^«fcnTi^ 

LLC-MK2/F7»£6cmi>^-W;:3#^ □>7;i/x>M"C4S*tfeil, T"r 
y^;i^AxCANCre££B£>©£& (±13) K «fc »)moi=3"T?gS$fiigL hU^>> ( 
7.5#g/ml, G I BCOBRL ) £ 'a' tr MEM (serum free) -£37°C 5%C0 2 >f>*i^-*- 

R«tett£*±»*cJRDI»^&SL PBSM$T2[Ilft#U *^-^-T**ffl 
ISSIitfU 1500xg7f 5^H»iC»U ifflJia*J*tofco liiriffiLfc*x**>:7n y 
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hiSC«fcO*a*nfcF*a*OhU^>>tJ:*ll«ft*Bb&(ia3).SeV-F 
M^^©LLC-M2/F7^fla(i^fi©«l^«{3^b-r*FMa^^^Wt^ 

K (pCAG/SeV-HN) §f7>X7x^y 3 >Lth'J7y > £#t?MEMT- 3 0 P^ig# 

WM^M^^W^^M. (Hematoadsorpt ion assay; Had assey) XWULtz (0 4 
)o -r&fr*N 1 h 'j^lfoif £ lml/dish^iPx., 4°CT-10^P^ 

ibfei, M^PBSM^T'SlEia^bfc^^^s fflJ3SM©»^©^n^- 
#iSill£ftfco ^jm^M^bfcWTr«Sb^M^^n, Fga{iHNhffi5^ 
fflb-CMUfe^^^l^^^Ib^^h^JB^b, LLC-MK2/F7T-^^3SbT^SF 

mmm 3 ] f^m^v A^^om^RNP^ e u ^->©ff^ 
-mm^ifi t> nm® f m a ©$*&t «t 5 7 4 ;w^os#ij*t:j*a t&*»o 7 

^v-y^-f ^^t^rr^V^ U>(psoralen)^fiOt?^a^^SI(long-waveUV 
) Z'Vl&m (PLWUVfltfl) tt* 7^y-7^^W©SI!^$^?t, T7& 
affitt*»»3&:*3ftV^i:*«IB^iFilTV^ (Tsung^ JVirol 70,165-171. 1996 
)o ZZX\ C©PLWUVMbfc7^v-T7^;UX (PLWUV-VacT7) £ffi^T»W 
;i/^oiM)MS*tt*fe-*^»HWiS«ttNl57!y h/t;i/7fc5*#««i£ft;fc UV 
Stratak inker 2400 (*^o^#^ 400676 (100V), X h7*^->*t, LaJolla, 
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CA, USA) fcJSl^fco ll«l*tfflV^fcF»3il«IJIS<Pe»F«acD»3ilttlB 
« £ ft fc & © ©s £ ©PLWUV-VacT7T*ffHill L fc«© lysate £ ^)Wi -«^J§ 

£ft&fr-ofc©£*ru lO^iigg^^t^^^^lHliR^qJtg^^lPs ^-oi'*© 

S«llffl£iJ¥#*£<&#£ftfco .r©£&£ffl^T, F^£SeV^;i^©m?§ 

< f ^&sev-^ ©sift ^&?>'iili> 

F^SpPii^ enhanced green fluorescent protein(EGFP) MB.l-^:\y^—^ — 
tLXZW-MZ'&iXmXhtzl.tZ pSeV18VAF-GFP £TI3© £ ? £ LT 
LLC-MK2«{C h7>X7i^^3> LTGFP©$g51£iIg t fco Z ©BSRNPJ&JSJcC 

sm^mm^mx$>^ 3o©^^;u^s*?tfi^NP, p, HDGmiz&z&wb 

MIL 

LLC-MK2 «£5xl0 6 cells/dish T* 100mm * h 'J ICit, Zmffl%£&. V 
7l/>i:SftS^8 (365nm) t? 20t3«L3IU T7RNA*D — If * %mt 
£ U 3 hVt^-TV-l ft* (Fuerst, T.R. et al., Proc. Natl. Acad. 

Sci. USA 83, 8122-8126 (1986)) fcMT lftlBKBfeStffc (moi=2) (moi=2~3 
N #&£ttmoi=2#ffl^e>ft3)o iK3WUiP?)77^; K pSeV18V 
A F-GFP, pGEM/NP, pGEM/P, &£>*pGEM/L(Kato, A. et al., Genes cells 1, 
569-579 (1996)) ZZtl?tll2jug, A/ng, 2/zg, RTMjug /dish fflittf 
OptiMEM(GIBCO)(lMU SuperFect transfection reagent(l/ig DNA/5//1 © 
SuperFect, QIAGEN)£AftTSl§r U SSTflO #Mfi^ «i»»C3XFBS*^ 
fcOptiMEM 3mlCAft> Wiait^ILL P SeV18VAF-GFP ©ftfc t> £2* 
BSi: bT^SSeV^y AcDNA (pSeV(+)) (Kato, A. et al., Genes cells 1, 
569-579 (1996)) £ffll,v£l^»02Ufc*fTofco 3KfH«#^ $Hfl&£\ lfil?»£ 
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££&^MEM t 2[H&#U h ^>]9-D-77 tfy 7 7 y F40/*g/ml (AraC 
, Sigma), M)7°v>7.5;Ug/ml (GIBCO) £^i?MEMT*70B^J2IIO*:o Clft£>© 
aHflSfcEIifcU h£OptiMEM Cillf; (10 7 cells/ ml ) n 8tfgBM¥£ 3 

0i£ *) £ UTlipofection reagent DOSPER (Boehringer mannheim) L ( 
10 6 cells/25,ul DOSPER) gST15^Ilfci, F^3SLLC-MK2/F7 r 5 

>X7x^i/ 3 > (10 6 cells /well 12-well-plate) U JliiiS£^$JS:^MEM (40 
^g/ml AraC, 7.5/zg/ml h U 7v >*£tt )T'J§# bfco 
*©i|g*x ^^fi*0 3o©MI|, NP, P, Ltf-T^Tfiuofc 

ii^JWUfe (06)0 
<F^£S£U:fr>CDflg^> 
±13® <fc 9(3 UF^y AcDNA"CH«IS5*nfe«lffi«I«cRNP^ F^Si-^ 

ZfrZm^tzo tto&\s1t£5\zmtetoVM*&J&i!tlZjkft (pSeV18VAF-GFP, 
pGEM/NP, pGEM/P, WpGEM/L£|5|(!#l~ h7>X7i^ hJfcfi££ft 
(pSeV18VAF-GFP, pGEM/NP©2«cD7*7^^ F©#& r- 7 >X7x£ h 

ne>©«(3^(t SGFP^IBlJJg^lA* 5 D )lZ%L : ¥-<DJ&m*&&\stzoZ0 

mz<Dfom%MM®(Dfc&<otfwim$titz (mD* r^-^ryfe-r 
> F^a^^;i/7^y A^e>B^^nfe^t^RNPM^Mias*©F^>/i7S 

©#£T^ ^FfeCJBffett^-f^a^iiLTJBJESdft, iWB^Cftffi^iifcC 
i§il±i»* OJS&tt F t* U * >©#SttWT©Hil{3 «fc D M£ iifeoF 
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y-f £>f ;i/*©*>f *-(£0.5xl0 7 ~lxl0 7 CIO/ml CD^HKfcofco 
[fUK0»J4] Ffc&SGFP$gJ!i*-r;i/:*©#*T 

F ^&cDNAfr & E] JR £ ft E U * V © 7 & BflB *" * #\ F283MS© 

Jg£±»*©£'Pl'*£ll]JKU total RNAfcattib"-^ Fi:HN*7 , D-^lCLT 
y_4f>^ D -/ ^©^mFfgil«^P)ls]JR^tifc^'f )VX\t 

HN«f5M^^nfc^FMfe^(^ai^nr>F3ifi?* s '>^^^^^A±tz# 

£ bfc (r ^ £ WW £ * -3 ( ® 1 0 )o £ £ KRT-PCRfc «t D GFP©ite^{±cDNA 
©W^i:»F©^Wi:Mt5;i: (01 IX fla©*fr?© 

^Mtt m&Q t mm-c & s z. t *mm b tz „ w±© c £ ^ e * ^ nfit/& * £ 

fcH«trt»C^U*;^RNP«fii:^^H^*«l»**bT^fc (Bll4)a £ 
£>f ;i/^0FkHNCWSWt:Si61"5&3D-f F*g£IgG(antiF,antiHN)& 

mtmnm&nfrbtezzb&wbfrttebimi 2 wwi-$iiis©£i-r£ 
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<Total RNAOfflffi, J— V >7n y MWf, &£l>"RT-PCR> 

F^MWC-MK2/F7^^^;i/X«LT3 B i©JSH±?f A^QIAamp Viral 
RNAmini kit(QIAGEN)£SH\ ?(D7°U h 3-;WlftOtotal RNACffltii^ff ofc 
o #iSLfctotal RNA (5jug ) ^^VAT^rt F^tf l°/otl47^o-X^ 
;KlTr*l!j^Si Ltii^^ M^a.-A:/D >?^g (Amersham Pharmacia 
ft ) £ m \ ^Hybond-N+ 77>iZV?>Z7 7 LtzoftmLtz*> 75 >l±0.0m 
©NaOh"T-@£U 2{£#*RLfcSSC|f»M (Nacalai tesque) T'-f-r07r^ 
7Vmi-i/3 >mffi. (Boehringrer Mannheim) T* 303^ 7 WW 7 ] ) ¥4 V 

-i/a>^ffofeo yzs**,v-y (dig) -dUTP(r;i/*ysstt) 

f A75-f ADNAf§i§|*£(DIG DNA Labeling Kit, Boehringer mannheim){z «t Dft 
(anti-digoxigenin-AP)^g^^^ DIG ditection kitfc/B^TJBtffbfco ^© 

0)o 

£ e, crt-pcrc &K>nmtnMtt*fiitz 0 rt-pcr fiats u fc * -f ;u^rna$t 

SUPERSCRIPTII Preamplification System(Gibco BRL)£ffll\ -£®7°d h=2-;u 
llft^first strand cDNA &£fi£U LA PCR kit (TAKARA ver2.1)£ffl^T&© 
i^^PCRStfofe, 94°C/3££J5&8L 94 o C/45#,55°C/45#,72°C/90 
lVJ9)lt LT30+M t)lZmmisT72°CZ'lQfrmWZs 2%7J]U-X 

£ FfcfcgBlftCffi A LfcEGFPCDfcKfcfll^fcT'^-r v-iiforward 1 :5'- 
atcagagacctgcgacaatgc (E^'JS^ : 8 ) , reverse 1 : 5' -aagtcgtgctgcttcatgtgg 

(mm^: 9), FK&®mzw\btzm?tEiimfc?(Dmmizm^tz7'7'( 

&forward2 :5' -acaaccactacctgagcacccagtc (BE^OS-^ : 10) .reverse 2 
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: 5' -gcctaacacatccagagatcg (fiBWt : 11), 3 MMfc? tE Njtfi? 
^CDF^(iforward3: 5' -acattcatgagtcagctcgc (@B^'J§^ : 1 2) ^reverseZr 

1 1) T-tTofco ZOim^s GYVOMB^tcdMCDmmom 

(01 3)oiUo:i:ip^^^IWl;y 
y a cd SUfiS&jg § r v > & v > c: 1 #5* £ ti tz o 

HLfc^T\ lXl0 9 HAU/ml(3*^ < i:otIlO^^#|RLfePBS{;M®b^ ^£>-?i§£ 
^Ult^C'x'^^Dyu «y h±i:iTl/tiiS-c^i^tfco 3.7%*;i/Vj 
>^^tfPBS(w«k >) 15^MB£a3i^ 0.1%BSA^^tfPBS^rS-e30^HuM^ L 
> ^^{'I^^T'200^#^Lfe^F^y^D^-;i/trL<*:(f236), ££ttt»Ey 
2u-i-)lijifo (Miura, N. et al., Exp. Cell Res. (1982) 141: 409-420) £ 
?STbT«S^t-60^SJS^^fco y h£PBS-e&#LT^ 200{g 

« L o 4 VWMVi v X IgGtftft £?i§T t T IhJ D < #Stt»t?60^IBIS 

b (D±\z4%(Dmmv7 Mm?2ftffl&&L&mzittz±., jem-i2ooexii m 

iZ^Vtifrtemm&tZrtJ !?&®fe*%LT^tz (014), 
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o M18SSD-7 y h (SPF/VAF Crj: CD, fit, 332g,~9 M Charles River)£v:n 

ff** (5X*Vjfilig i:5%?«^ 10%DMS0£^t?) DMEM«U X7-f7bt 
M^bfc^^W>ii (1.5Ur>*7^ >0.2mg N Vi'tia.^Tfrm >0.2mg 
\ ^3-X5mg, DNaseO.lmg/ml) SiDx, 32°CT 5 

^>*i-<— >3>L£o SSiirW-hfr® *K M^^M^^ofeZ^^it 
m LXtmXmX h \Z £ \Z Z £ T* hT^r- f > ^&fft ») M L£o32°CKT1200rpm 
5^KS<t»Ufc^,jHBI!a*B27 supplements Lfcneural basal medium (GibcoBRL, 
Burlington, Ontario, Canada ) USES S3 1^ # V -d- 'J >(Becton Dickinson 
Labware, Bedford, MA, U.S.A. ) T: u — ^ j y 7 £ ti tz 7° U — h ± (3 
lxl0 5 cells/dishSf£, 37 e C v 5%C0 2 "e^ilftffofco 
*©*JHft«4D«l«*tt'««efi 5xl0 5 /well£5 BR3ig*£. FfcfcgSeV'*** 
(moi=5), $f,fc3Bffl«ilfco 1% /t7^A7^rtF, 5 
% 0.5% Triton-X£#tfH£fcT?5#|g|»CH3£U BlockAce(ff 

microtubule-associated protein 2 (MAP-2) (Boerhinger) IgGt MWkZ' 1 Bf IMJ 
4 >*a.^->> a > bfco PBS(-)T* 1 5 ftmiz 3 5%-^^lfllM/PBS-eiOO 

£ £PBS(-)T* 1 5 ft&\z 3 m$i&'&s MlCVectashield mounting medium 
(Vector Laboratories, Burlingame, U.S.A. ) ^:JP x. , &M&^fflLM (Nippon 
Bio-Rad MRC 1024, Japan) "C 470-500-nm 510-550-nm ©excitation 

band-pass filter fctfttfe Nikon Diaphot 300 ®3.mm%lZ-m-2(D%.&%i&t 
GFP©£#£«fc«2m»60&#tt**ffo&o MAP2 RM£ttifIflU£lC 

liGFP#(J{S100%«A^nfc3^^f,^h^ofc (015). 
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<IEftfc b«^©#A> 

7fAX) li*B*SI&fr6»IAU SFM CS-CJS*** r (t;k>7rAX) 1? 
37°C, 5% C0 2 T-tgStb£o 

j£^h b¥ri$5« (01 5, Muscle), Eftfc Mffffi (01 5, Liver), IE 
ft hM€^lfilWrt^« (015, Lung)^f©t hIEf:«{3F&9cSSeV^* 
-fc^LT (m.o.i=5K GFPfg££«£Ufco ^rft©M£:fc^T£> (5(3:100 
%0«A^t*^*^GFPJife ; F^3S^frv%SC:i:ASfil^^nfc (015), 
<t £ X$tt#fMS^©#A> 

3 IIII^t ofeo C57BL -?t>X (QM^M) (3l50mg/kg 1Z 

ft^io^-fluorouracil (5-FU,Wako Pure Chemical Industries) 
S*(IP injection) B^*H#«t D#tt*BHS*EI]Rtfco Lyipholyte-M 

(Cefarluie)%m^tz®m%mm'bfc&^X%mM&*ftmLtzo 3xl0 6 ©«*IB 
flSKttU e*^>*ili2ftfcTO45R (B220), }7CLy6G (Gr-1), iftLy-76 (TER- 
119), till (Thyl.2), ttMac-l&te^**fe^M/^hTi;y>«Sttr-X (77 
-^x>*t, yj-zii/#_) ©*g£Lfc&©£3xl0 7 ^iJPX.4°C(3T ll$H£j& 
KE£«fc!K Lin + ©M£l&^fc#iS£l5 1 i&L*: (Lin«) (Erlich, S. 
et al., Blood 1999. 93 (1), 80-86) o Lin «4xl0«t;:*fU 2xl0 7 HAU/ml 
©SeV £Jn;L, £ ^C, fflSU^y r-SCF (lOOng/ml, BRL), filftitMH 
(lOOU/mD^iJPx. fee ££8xl0 5 © h-^l/fiafiC^Lt F^JiSeV 
4xl0 7 HAU/mh lxl0 6 ©W(C^ LSxlOTlAU/inlOGFP-SeVSin^fco GFP-SeV 
(is SeV^^x ->;1 pUC18/T7HVJRz . DNA( +1 8 ) ( Genes Ce 1 1 s , 1 996 , 1 : 569-579 ) (DM 

<fcDJtli;*i2\ *ALTfls«Ufc. gfc*n©£&(Genes Cells, 1996,1: 569-579 )C 
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fflrV i toOjftfc^fc^tf 9 4 bfeo GFP-SeV^S^ LT48B#P B 1i£* L 

iffljlS&*ft-€ , ft2i¥C#W\ — o^^xy^y > (phycoerythrin 
) (PE) fij|||Jn;-CD117 (c-kit, Pharmingen)£ 1 WrlBKJ6*^ 
t Ltco 3 (aIPBS(3Ti5fc# UfcHx 7 n-HM r p< (EPICS Elite ESP; Coulter, 
Miami, FDflcfc ZMffiK'n ofe 0 

*©S£JH, «©primitiveMJ^©T-*-T-^§inc-kittr[^-t-x>U ^5" 
Lfc#M«£&F^£SSeV^*-fi«U GFPjt£^fg3I#i£ll£ft£: ( 

n 1 6 )o jg*±»*©SfSH4&*©fl6BfcJu «bisj§«±»* b u 7 , s/>tf»a« 

, LLC-MK2«8IISCi8iDU 3 0ftCGFP*33WMS<Z)#?t©*Mt«fcDfTofeo -ft 
#flgfg£ftfco 

79 hl!8^©^7*-©&# 
h(F334/Du Crj, 6 M^. Charles River )C£S&JS* (*J£§i2i) 
T10^#^tfc(5iiig/ml)^>7^-;i/±hU^A^ M £HIKl*3 

a«t«fct)#»U /J^tt*ffl«^tt@«« (DAVID KOPFtt) ^^t-)^^ 
©IS-^frofcc g#M(iinteraural lineJ: t> 7"U^7 (bregma) ^5. 2mm, 
^A**£ D£^2.0mk fliSffiJ: t) 2.4mm ©MC 30G ©£$&£r(Hamilton*t) 
T*20^1 (10 8 CIU) SALf;, fc«SS©±3ScailiaCGFP©S^*S* J ll***l 
fc(01 7) 0 F^SSeV^^^-T'tt^gPffi©^©^^^^^^ 

us *±*»»*fctttteiMac umfp* w^ft ©fgwii^ft-^ 

, 1$, Mk ML Jl^©M^©^^•rn^'i^v^T^)^^pifM* s IS 
[H»J 7 ] F^SSeV^ ;A^f> ©F-less 9 -f fyTteWWfc 
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<1> 

©HA assay©*SH£^Lfc (H18A)o 3 ft ^©igS^^ft^ftlSW gl^tC 
gib, 2B*g#&©^fl©m?l£©HA assay©iji£Jll£^Lfc(iai 8B) e 
±g(5© rcj ttttJBPfcUTffl^fcPBS&gfc-fo Dilution (#KO ©»*(±»>>f 

lane 12) ^^fi#CSllLT^t2at©iS$©HA assay£*T^ It 
(01 9C) 0 d©«gll, F^iSeV^^;i/^4«tfeF^|gM)3S*fe{i^WW 
T?l±HA*»|»ft 1 frfrfc 1% 8W»#fc#Sffl 4) £ >f < if*! $ ft 

<2> 

SSeV^e>QIAamp viral RNA mini kit(QIAGEN)(C«fc DWSLfc total RNA£F?Ifc 
: ?£HNjtfc^£7"P-7£;LT/EOTy — Sf^nyf-f >^£*Tofco ^£©£5 
^> III, ^7t{iF^MflS©^#±^i© , >^'>'^^4*©RNA©V^'rft*HNJl{E 

^©7d-7-?m> K^m^ftfc* s s F«e^©rD-:/T"^>K#i&ai2ft 

fc*»ofc(Eil 0)o ^©HARBtt-eiBlfetS^V^HttF^JiyyA^oT^S 

'J * > ©x > ^ n - rii^u □ 4 Y MM t fcHNS a § BJft * 5 JrtftT- ttSJEB L fe 
A s s ^3D>f Kffi«UfeFga&B«tSifti*:TfttSJ^b3S:*»ofe(02O)o 3 
© d h &F- 1 ess© If »J * y © * m t s FS 6 # < T *» HNS 3 •> -f )V 7, 
# K 'J * > £ t T J&fifc* ft S £ 99 1 fc. F«T SeV t: U * > »$T* § S 
C^(i-rT"^$BS^ft4o0 (Leyer, S.et al., J Gen. Virol 79, 683-687 (1998) 
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SeV F^«RNP£St? fc' U * > £*S(3£0#T- £££h£*LT^6o 
<3> 

RNP^3i(ix > ^ d - m a * *it ^ 5 c &stig-t * #>£ , * - s> ? u # 

V-A(DOSPER,Boehringer mannheim)i:ig£LT^ M*C15^IB-f 

£** U v * ij # v- a h^bfeJi^iGFPC^^^-rnott^* 

mmzntz (02 1) 0 z<Dztfrt>, jBiwup-c-awtuts^nfeftsstt©* 
immm 8 ] FHNfcissev$v e> ^xcon^^^mm 

<FHHfc«$VAcDHA©#|*> 
FHN^£MSeV$V AcDNA (pSeV18 + /AFHN) 0^li£-f pUC18/KS£EcoRIT*?g 

cDP^CD^iH^J^(4866-8419) BsiwIM(cgtacg)T*^U^bfco 
FHN^aJffiOiB^JS^-^^^tffltSUfc^ EcoRl7^^V>h (4057bp) £ 
y;i^0J&LTpUC18/KS©EcoRl7^7V> h tf^Xtiitfeo ^©FHN 
£»^$£^t?KpnI/SphI7 7^ > b(14673bp)£7;H§U&LT pSeV18 + © 
Kpnl/Sphl7^7*^> h^B^&X.^ K pSeV18VAFHN #ft£ftfc. 

-15, GFP£i§AUfcFHN^«SeV cDNACfll&li&O «fc 9 Cffo fc» pSeV18 + /A 
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FHN *^SalI/Xhol7^y^> h(7842bp)^@JRtrpGEMllZ(Promega)(3^D^ 
-yVXs.r^T.X KpGEMllZ/SXdFHNh L£ 0 FHN^&glHiLtCd2EGFP (Clontech) © 
ATG-TAA (846 bp) ®»HBsiwlM^ftin LfcPCRg^£BsiwIi|*T*#fb LX 
N pGEMllZ/SXdFHN©FHN^M&©BsiwIMCg*SLfco f^ftfe^;** Ffi 
pSeV18'/AFHN-d2GFP £Ufco 

fc&©£f5|-©&©-C\ HNjtfE^S^-TS^^^^ KJi^n^lqlil^^ST-p 
^t^HN©0RF^^tf7 7^V> h§pCALNdlw(Araie>,luHB)©^---^^SwaI SB 
tlCiAb, 7^7s 5 h*pCALNdLw/HN£ Ltz 0 

LLC-MK2|ffl m £ pCALNdLw/F £ pCALNdLw/HN £ JsJ » g; (4 P & 6 fiitT- L . 
mammalian transfection kit (Stratagene) £flH^©7*n h n-Mz'&.iXM 
e^A^frofeo G418T-3MP^IRtfc^7n^->7*bfco f#e>ftfcH8<M 
<|47n->fi^;ft<^ftCre DNA m >bT:f— 4f *%Mt 5IM7r^^ »7> 
(Ade/Cre) lulB) TfJBUSlU (moi=10K F£:HNgfiH©§§2§2ggi3 all 

J3S£PBS(-)T-3@ffi#bTH]JKU 7^7^ >7*n >7*^§fflUTKSeVF 
htfCSeV HNMfiSC^y 7D-^-;HgG(;J:f)^fflLfe(ia2 2 ) Q 
<pGEM/FHN©4#^> 

pCALNdLw/F^pCALNdLw/HN^^^tfflV^feF^HN^ ^ 7" t > b £^ft^*lpGEM4Z 
, pGEM3Z (Promegatt) II^D-->^U pGEM4Z/F £;pGEM3Z/HN£f#£ 0 pGEM3Z/HN 

L,pGEM4Z/F©Fjte^FT^£DSacIa.- b f«J»r L« bfcgflte 
(C^-Ty-i/ayt/io Fite^Mfc^lEO-MKM^fefc©^ JaF££ 

sat i§ib# n fBga-e s 5 c: t u 
<FHN^ffl9-r;w7©s^> 
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mx&tjfrzonmnk (po) li-iisti^ofco -o&F^ii<w;i/x©?i 
$>^?m*m&Lxnffim*i7-otzo ^?n<Di5mz&^z%HffimLtz&(D 

mm^mmmtrmm^ff^tzo FHN5:JlGFP|g31SeV cDNA (pSeV18VAFHN-d2GFP 
) , pGEM/NP, pGEM/P, pGEM/L, pGEM/FHN£^ft^fts 12^g/10cmdish, 4,ug/10cm 
dish, 2/zg/lOcm dish, 4/zg/10cm dish, 4//g/10cm dishcDSirtT'S-n U (Jtll 
3ml /10cm dish), |u?i!iLfeF^JSSeV©S^i:l5|«^^^T-LLC-MK2«{I 
ifimiL afe^#A3^F^^Jtfe&AraC(40//g/ml, SIGMA), h U 7" N > > 
(7.5/zg/ml,GIBC0)A^©MEM{3$mts £ 3 0P^i£#b£ o ia£^a*;U£2 
Bgt-^^H^^-e^b, pGEM/FM©«0W«*©^£|£IEU GFP&3! 
tt©lS#Dl!^^^©I^iIlfco H}fi^Bft~pGEM/FHN» 
*P Lfc«£liGFP^5Mfflfl§®l£# »3 tmmZhs pGEM/FHN©»#&^i§£(iGFP 

mm\z^>7)mm~<:Lti>wimzhteiy>^tc (023)0 fhnmss«^^» 
^zi/B >0t§-£-jiF^ii t mmizvwvwmmmMz* t> ^©hukm^ vtz 

(02 4±) 0 

kde/cre^mmbx emmixmzmm^^mm^M^ntzmm^Ym^m^ ^ 
)izmzm%t{smm&r-%tzzt*muLtz (02 4T)„ 
YMkMmz%Mt%cmkfrbnmm$fttzt>'()\<xm± llc-mk2 , llc- 

MK2/F, LLC-MK2/HN, LLC-MK2/FHNt^ tT h U r^y(D^lB(D^mx^m\,tz 
o ig#3 B^tGFPSefg^W©J£* s 0^fiSEtfei:C:5, LLC-MK2/FHN-e©^ 

FHN* Ji >)^;^^yA$ilt5fe^ LLC-MK2/FHN^fflfla £ HI JR £ ft tz 
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±m*M>bbtz'&, QIAamp Viral RNA mini kit (QIAGENK-^cro hn-MZ 
ft-pTRNAfStfj&fTo/io Z ©RNA& Superscript Preamplification System for 
first Strand Synthesis (GIBCO BRL)C «t *)RT-PCR©x>:7l/- h^J5Jt*ffV\ 
TAKARA Z-Taq(S?@3i) £fflOTPCR£*T -ofzo **KI#ttF KMV 4 JUXfcffl^fc 
oPCR7-5"r T-fcfc M^fc^GFPjtfc^©fSa#£fc>-tr> ^fettMJtfe? fcLae^ 
©fi*^t)*&fflV^Tffofe(IBie-f fcGFWte^Ott^fo* (M-GFP) 
t{± forward: 5' -atcagagacctgcgacaatgc/IE^JII-?- : 1 3, reverse: 5'- 
aagtcgtgctgcttcatgtgg/E^'JS^ : 14; lfite? i: L3te^©fi*^*3« (M- 
L) Colette: forward: 5' -gaaaaacttagggataaagtccc/E^J#-?-: 1 5, reverse: 
5' -gttatctccgggatggtgc/@S?iJ#-if : 16), *®*SJRs MfcGFPjtfc^&r^-f 
^-tfflV^^(iRT^ffTT*F^ahFHNh^^a">^;i/X±fct!NfM«J*^*> h* 

*Mftffi*.*ifeo ntm^^yy^ ^-izm^tzm^it. FHN&jattGFP&^£ 

(H2 6)o 

-£s FHN^flt £ >f £F^3M§ £Ffc» E«K Lt, LT 4 0 @ 
*g*±?f!£[l!JRU LLC-MK2, LLC-MK2/F, LLC-MK2/FHN^©«H^^fTofe 0 * 

©*s*n ^-rtL©^SBflSi3*5v^-rfeGFP^«*s^^tL^ ^ne>©ifflfl§^ 

i:#f-e£|R££;M (Kato, A. et al., Genes cells 1, 569-579 (1996)), ffFH 

dfcASffi^nfc (Spiegel *>J. Virol 72, 5296-5302, 1998) 0 ft^T, F«H 
RNA^y A$r^^^^;i/^x>^a-7°(iFS6©^T-B^^n^t i ;^>* s F 

»aiMS©«*±*c*a*ii'5 * z nmx. t>ti%o *£T\ FHN^a^-r ^ 
aa&frK BU3$Lfe^^^ipi#^RT-pcR-e^«f ufc 0 ^©<g^ 027-e^b 
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tz&o HFHNfcS^V A £l^trRNA##£ t Z> Z t&Wm Ltzo 

z © fte „ VS V-G i/ a - h* * ^ L fc £ <f ; 1/ ^ © t: U * > © 0 x ^ # > 7 n y 
f-j >7iZ£.ZMtitX-lt, F, HNge#IBSLT^&V^£ttra£*re&£o FHN 

Fgfi^«^^^J±l^nfetU*>**5 1 ^->y^ 'J^V-A (50 
X/ 1 ©D0SPER/500 # 1/wel 1 ) £ ©«^©*«-CFFffl«3Wfflia $ £ tt^«3SLLC-MK2iffl- 
JfiCfiJBLfeo f8&LfcF-lesstt?0:»£fcEltlL DOSPERfcig&UT 

«:tl Lfc»£fc»±GFP$83B*Blia©J£# 5 tfiWimZtltf. HN-less© tf U * > 

*%mWfc*ftWmWfc. $fcttffl*MSCMUTl«*U Spiegel £>©£&"£ 

mm&mm. & tc h:asg-r£ # mm c jaas-r 5 ^ 4 s c ^ t s . 

[IW9] ^»^yARNA<!7^;i/X^^^-©jSffltx 
>*7x^>3>, RNP^ />'x^-> 3 », ^©*I#&£RNA>7VA#g 

3. FHNi:%^-rSSeV-j7^;i/^©S^(C^bfeC^^e)> GFPit£^©ftfc 
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(Leyer£,J Gen.Virol 79,683-687, 1998) &tz, 7^0flii^Jl/^H 
>^-f FSa^'>i-KflsLfe^^^-*«^nt^S(Spiegeie>J. Virol 72, 
5296-5302, 1998) 0 £fc> FMSfltf h U 7$/>^#g£*lfc&ASG-R&4rL-CIF 
IBlfflII&fcftStt£>-? vt-* >^ § 5 ^IS^tit (Bitzer*, 
J.Virol. 71, 5481-5486, 1997) 0 H9©«^O^fi-a«I*e^j«^"Cfe 0 , J$ 

JR£ftfc, FHN£fcJASeV«>-f ;i/a$V A£8*>, Fga©<frx>^n-:rmS£}$ 
o^^&^lis iWIB»»tH«ft<»*«lftaillSJt"Ce#a«Rril«:HllA 

[HS6#I1 0] FHN^SSeVyy A^^^^^CDS^^ct^litS 

a£A,£f©m-^ t7t , d^-^-t^ei3cdna, np,p,l«£^£#al£7*7* 
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ftjh LTl^r^^^ffl^Tl^^ JDl^©^ (Kato, A. et al., Genes 
cells 1, 569-579 (1996)) T-te, U 7 r > ^>>©Ufrt^ AraC^M^f UTffl^ 
^^-^^^©itm^fi'l^itpx., Hr>^?^;i/*© 
£ ct < fi 1 o z t \z im t tz o 

{^lxlo 6 «*^s^^nfc9^;^^«»*^nJ^T^v^9»T^ v v 

u *y J )l X 31© (5 fr© «> ;i/ ^ (I it * % 1 1 ^ fz lz iptj: D fiv^ © A^tiT* £ o 
3©S*^UT, 9^*g##?^ S«B£t^©m»iifI m©RNA(3Sim 

T7# D ^-b'^tSfgJ: LT, 7 ^ is-TUMZTy:; 9 ;i/X©& 

(D^izm^nzm < rna* * ? ^ > ^nn & § #©§ a ^ t t ^ - k tt * t> > 

7 9 ^ ^Psoralen-Long-Wave-UV^T-M-f 6 3 tlzX^^t^-T^J )i< 

*iz&$:tz>m®mwzwML, j ^(Dnmim^n&zzt* 

V7l/>t&%L&Mftmz£Z>VMZnzi) >*>?iz£i)s DNA&^y AC^ 
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omz &%VJ)\'Z®^mib<DBW&m%fc&i3t>tl2>t%z.t>tiZ> (Tsung, K. 
et al., J Virol 70,165-171 (1996))„ 

g iimmm^^m t> 4 mmmz x <o -m?x *>t>4)w&x- 
%x i^tiii h7^7x^ 3 > Ltz mmz%^nwMm tr^ >p-r t>4)\> 

££#x.3o ^£T-#IPJ3#^ V7-b>J:M (UV)0*£tfcffrU «7* 
<HH> 

-£IETpGEM-luci 7^ * ^ h\ -b > ^-f 7 ^ -f J A {3 J: §T7# >J ^ 5 - 

tSTO^tc <t o x ft o fc o -b > *y •> -r ^ =• y y a n j; st7# y * ? - 
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;UXNP, P, Lge£l83i«pGEM/NP, pGEM/P, pGEM/LT^;* * h* ^|S|B$£«£ 

7, ©RNA# ^7-Hfl:J:i5i^7i7 — fe* |Xi 6©i|fe¥£i^6^-e&£o 

M^^M^n^o bfrU T7*U^-^?St£fi, 7^b>?§jg#0, 0.3, 1/z 
g/ml£«jb£JHi-t\ 10//g/mlT-(i lO^CDl gfi£»il> LX^tzo (02 8) 

o 

Btfg 6 K Situ Wiz-T^J ^^©^^^-(iM^Ufe^ 3 0t}£ 

T-©,W^«T7^U^7— tfrStt^O^^tiM^n^cA^ofco CIO^^s 0.3>a 

lOQOftQUzS.X'M'PZKZZt&X'gtzo (02 9) 

SSu©^'i'^-t^bTmoi=2 (M&©B## 4 ^-T-moi=0.002) T'^U 
fc££©24Bff?g&CDCPEi£, *M©^>f;i/^$:nioi=2T"^^-y-fcJ:t©^tl^ 
£fc>*>&frofc (@3 0)o 

ofco 6well©T^^O7*l/-hHLLC-MK2W&3xl0 5 $fflBS/wellT'ii^> « 
tgH U tz'&. PLWUVMSitu © * W * -&©T*6xl0 5 pf u/100# 1 £ ft 3 «fc 3 (3 «7 £ > 

=7*-ow**#R-U PBSMoilSC^^^fc. lUFlcim 100 

#1®0PTI-MEMC:77* 5: h\ pGEM-NP, P, L> € LTcDNA£*ft*ill, 0.5, 1 
, 4ug*1)nz.tzi><DlZ s Superfect (QIAGEN) £10#l;&nx., MUX 1 5#;&8L 
lml©0PTI-MEM (GIBC0) (Rif. AraC£^tf) 4<fc** WcfiJlLfco 
h7>77i^^>3>i2, 3, 4Ba£*Hlll£iaiKU 300//l/well 
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©PBSCJHWbfco Z<Dm&fc*MtiL. $> 3 V^ii 10{£, 100{g#$?LfcM^$100 
//l^§^10Bg©^WIS^t##iK4^-ro^fiU/i(lxl0 5 ,lxl0 4 ) lxl0 3 W 

m*m^tz (*l)o lxlO«^^fflUfcM©at»s HAiS£#&ofc»$|j£- 
jSU 10 4 tli+j£U lO^l^m^^T, fffcJifc©*** (Reconstitute Score) 
(0 3 Do frJ*5CJi& 1 ©Ji 0 o 
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(3it^JtT> »Lf^©m<^ot^; (H3 2)o 
7^->-7^>f^ £PLWUVT* ?r£{b t £ C £ C «fc 9 > H*iJ 7 — t? *Stt £ tt 

-T^^;i/^s^©cPEii, ^^iui-e^ii®. iooo*g©*>r *-&£ro<w 

(03 1), IrI^C h7>77i^i/3>Mof;7^ > >-7^'f^0N 
*-fcJU 5pfu/10 5 cellsa±"Ctt&*»ofco lot, &glpm&'7£^7'W 
;i/^©g|S(i0.005%WTtfil^ £*lfco 

<i> vsv-g jte^s«ft»**3a"r*^;w^-aiB©ff» 

VSV-G fcfi^j^ttaBteMffifc^LT^Sfci^ Cre U3>bT^— BCfcD 
VSV-G«e j ?jltlA J SI*^^ii5«t^l8!H-^nfc7'7^^ KpCALNdLG(Arai T. 
*> J.Virology 72 (1998) plll5-1121) LLC-MK2 «T*©££^A*fc© 

<m*'n-Dtzo LLC-MK2 SMS^©^** K©**Afci\ >J >K*;W>£ Affi ( 
CalPhosTMMammalianTransfectionKi^ £n — >r-y£tt80 $tftv^ 

- 10cm7*b-h&ffll\ 60%3>y;i/ji> hififLfc LLC-MK2 HflStlO u 
g<D7y*Z K pCALNdLG £a»A&s 10 il © MEM-FCS10X ^MZX, 37°C©5% 
C0 2 -fV^a^-^-MHiJgilfco 24#IH&C*fflll&&*ja j U 10 ml© 
JgJibfcfflSS^ 10 cm »>*-l/5tt*fl!^ 5mll$c, 2 ml 2tt, 0.5 ml 2tt£ 
St, G418(GIBC0-BRLtt«) 1200 /zg/mlfc^trlO ml © MEM-FCS10%tgflbT-Jg« 
£firt\ 2B5K£ife£glL&#^ 14BRBJ§*U jt£^©££#A&©>Iirc£ 
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y*fflt^2 8#c£H]iKLfeo #7D->|£10 cm 7l/-ht3>7JVx> h£ 

^D->toi^ Cre Vn>\Z1-—e&$ts1&fryiZ.7 : r;f7 4)\'Z 
AxCANCre£«gL ft VSV-G ^ 7 7 □-^ftftfcffiV^ VSV-G CD$B3E£JSTF 

■M;i/7> AxCANCre£M£>©#& (±IB) M0I=10T^^, 3 Bffl%* 

Lfco Kiffllliatt^#±»*3lt)l»^fe^ PBStttrflnJifcau 0.05% h U 7^> 
0.02% EDTA(x^l/>^7^>4ll«)£^trPBS«®ift 0.5 ml^*Dx.> 37 
°C, 5ftmJ>*3-'<--bt&Zb.lz&t)i'*--ls£*)MifiLtco ml 
PBS«affiS£R»gL 1,500 x gZ*5frffiM>b\u, m$&ZMtbfzo mbtitzMMt 
£ £>K2ml NSMWmzn&mW&, 1,500 x gT-5#P^fr#g§T3<lht;:J;D 

^«ii-20°C-e^#1- S d £: # qJf£T\ CT#« UTffi/B 

T-tSo Jfe&fefflJBftlOO /zL © (RIPA ;t97 7-, ^-U>#- 

A*tS¥) £J:t)*flPU ^«©£MGSf ( 1 1 xl0 5 « 

^;i/«M^ciJffl1t>7';w^y7T- C6mM hU^-ttU (pH6.8K 2% SDS, 
10% P*)*D—)W 5% 2 - y;i/*7hx^y-^^dCSifi] f3}g8? 

u 9 5V5Mnm'&nmmmumz&Ltzo »Ks*sDs-#u7'^y;i/ 

7^ K^Vu (t;u^^';1/ 10/20, g-~fts3*as) «£UfcttCfc D#BU 

, ^i^iifciaS^-tr^ h*7^7Dy hSCi &*E¥IR (Immobilon-P 
TransferMembranes, MilliporettSI) iCfe^Ufeo &^&> 10 0% - 
;i/C2 08\ 7k^-NriaSUfete¥M*filfflU lmA/cm 2 ^il0^ 
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mnil^t^ PBSIf»t-|i5Ellf;. 

m&W-m&kWl 0%7uy*>>?®mZ<atsPBSMm®-ei/l 0 0 OH 
«Lfd/C VSV-G i/ttt (^o-> P4D4, ^T*tM) 5mU^-J^^ 

^^^^2^4 0 ml OPBS-0. l%Tween2 OC S^gmu & 
frLfcgL PBSttW**C5^BS»atU ft^bfeo 

KtK^BU3J:tfl 0%7vy*>?®m*$tsPBSMffimX' 1/2 5 0 0C 
Lfc^-^^-tf^lIfi^ftfctfLV^X I g Gift ft (anti- 
louse immunoglobulin, Amersham ftSD 5 m 1 £ tT— — ;wt<y ^"(zAtLx i/— )l 
ZLfz'&, ^SflWI^tfeo 

IgMgL s£i|fc^M£2jgPBS-0. l%Twe en2 0£5#^§MU 

^t£*£ (ECL Western blotting detection reagents, Amersham f3<£(? 

3tZ^1- 0 3^n->T% AxCANCre^^M^J^ VSV-G ©3g3i#tfcaJ£ftx VSV-G 

ft ?>nfe«»©-»$LLCG-Ll^Pft>\ ifiVSVfttt£^T:7n-1M h^< h 
UHg*fr£*Tofc (123 4 ) 0 LLCG-LlT-lix VSV-G Stfc^itaS&SlBS 

&mmztjifat(D&fovtP®&zns vsv-g ^>/^i«w:ia^5 

^«I££ftfco 

<2> ^A-mmzm^fzY m^^^btz^y^^t^^^-Y^^y 

izmWi £ VSV-G £*M& tWt5^i-K^^7 , 'i7'f;P^ © it M £ ft 6 § 
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&¥<D9m&&M£.1R'*fco %<Dmm. Cre U3>br±— I? 7x 
. y -M;i^AxCANCre £«L&^LLCG-LlT"i;J:, F ^£^-te >^>f ;U^©^ 

GFPas»iiisiifcffl£fts*©^ ^©« 
<fte,nfco *©±?»© 1/5 «ffeftvsv-G 

©©, msmnMvMMzu&ihti-kip^tzo tx±.<Dm$ki?h, vsv-g %mm 

flg&fl fa << ft* ifii^Mt % Z t WWto *> n> VSV-G © is a - K * -f rCF & 

<3> F ilfi^^^^bfe^y AStnS'i-K^'fT'-bV^^Y^Ol 

VSV-G ?I£^©^*cDi^£fi^&£:#\ AxCANCre GD&ffeJI (M0I=(K 1. 
2 5, 2.5, 5, 10) «;L -£S©F }H£?££&Ufc>7V 

04ftX*mW&. 7Bi**£8Bi©±ill*lHlJKU $ 
£KVSV-GSS*tiK S§^©«{;«£-e\ 5BB©GFPO«3SLT^SiHBJia© 
L & t Z 5 . M0I= 0 H It t> -i )\>7,<DW.£tf± < K£> h tits M0I=10©£ 

ft~cm<h^z£&t>t^tz (i3 5)o ztz, mm&iiztj frzm&mzm^tz 

8BB*-CS£#ffiRT?§fc (03 6) O «W ;i/X#«0»£HU VSV-G Sfagfu© 

«msc % loflsroamwfci^tfce^f^^isiiau «&5b§©gfp© 

»Ml8&R*.sc:i:C«fc!K «>-f ;i/^**©«B^©«»tt?«S[ (CIO) 

tzo zo&m* mn^J frxms.miz 5 x 10 5 ciu/mi-cfc^fco 

<4> F &B?%K&LtzV S k&GtZi'*-)?* 4 7*>y4 frX(Dtfi 
VSV£tft(;:<fc£!§lfct4©f*W 
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vsv-g mLm*m^xm<btitzi Asw-rs^-h** 

tt*«£U Sin?3 0 4HS«SK VSV-G &K#«SUT^fc^LLCG-Ll tiMSC: 
^AMt5*>^^Htli»»^Wof; (|3 7)o 3©C 

<5> j/a-^'frHr^'f^^ f AZ^tzatamm 
t?j)ixi£vzu-i-)\,mb^^x^mnzhtzm*yrtvn*;2u 

tnit&HiZtiZ&ocD, ??>^?n\±%ift$titjLfr-?tzZtirt>s fk*MX 

tizzttm^ztitzo 

<6> ^)\,A-M1fc*m^tz?j$£Xm &B¥&!K&Ltzy;2*t:%tZi'3.- 

y&xv hn jta^4^tfe^>'A^-rs-fe>^'f vsv-gs£ 
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14tflf.n5**> ±I3fl»JKf3«©GFP3tfc^£^t?Fs mx&Mtyyj 

^©giUx vsv-GiBaiBifiWiiifito-f^^^Jiji-rsciitfBJft&iiN vsv-g t 

©>>i-K^7"©F , »£S-fe>^ ^ ;i^©£/$#E#)£>nfc (038 

) 0 -w^m©^^ vsv-g mmmonm^ i o«ros»«c#RLfc 

atttolMS^fclSfteft^ft (CIU) S^ftfeo ^©*Sm> Sfi^'fJWlSili 
1 x 10 6 CIU/mlTf&ofc 

o 

<7> ^a-K*>f TM^^y £-r;i/*# F*5<fct^ HN 
£©ffilfg 

^evsv-g «e^3S«T"ti5fitfe^^;i/^^ m&v hn 

*»i*Maj|lim*©^W^K©^x^^>|WfK:j:Dil^fc. *<DfSJk 
-fe>*W •>^;i'XS*©^>^^M{i^m^tiS*)©©,F*J;t>-HN^>^ , ^H(i 
fcWSft&frofci: M3«fcV HN&£S"C&3£fc#*Bi*ft& (03 9 

[ i2] t>4)\>7> wmm%(D&m 

LLC-MK2 SHflgfe 5xl0 6 cells/dish flOO nun UJDLCfl^ 24 B$F3*g££ 
, ]fili»£^£&^MEMigjfe T* 1 @^Lfe^ 3 jug/m\ OV7l/>fcg»fi|j 
« (365nm) T* 5 ^rillbfe T7 RNA *U * 5— t?*«3R1"3 'J 3 > t±> 
h 7£ i/rj^J^ (Fuerst, T.R. et al., Proc. Natl. Acad.Sci. USA 83, 
8122-8126 1986 )(vTF7-3)£ gilt 1 (moi=2) (noi=2~3, ft 

miat moi=2 &m^t>tiz)o mm*s &Lm*$£ft^mt%m-z z mm&Ltz 

y^T, X KpSeV18VAF-GFP, pGEM/NP, pGEM/P, WpGEM/L(Kato, A. et al., 
Genes cells 1, 569-579(1996)) £^ft^ix 12#g, 4//g, 2//g, W 4 / ag/dish 
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©fiJtT* Opti-MEMJgffe(GIBCO) tiSU SuperFect transfection reagent (1 
#gDNA/5/*10SuperFect, QIAGEN)£Atu 15^B0M^ 3% 

FBS£^t? Opti-MEM^Jft 3 il \ZAtlfz DNA-SuperFect ®&*r£*MS£*iOLT 

*>>/?-D-T^ fcV 7 v y K 40#g/ml (AraC, Sigma)£^t?MEMigife-<? 70 ftffl 

±g*bfco cn^©«i:±?f§iiJRUs po-d3 v>7)vt\,tz 0 w- 

d3 ©^b>y h£ Opti-HEMJgMslzMLfc (10 7 cells/il) 0 WfcWM~£ 3 m« 
DtILT lipofection reagent DOSPER (Boehringer mannheim) £ ?I£ b (10 6 
cells/25^1 OOSPERMS"? 15 ftmWLW.Ltz'&, F&% LLC-MK2/F7 JfflBft£ h 
7>77o:7^3>(10 6 cells/well 24-well-plate) U M£^£&^MEMtgJfe 
(40/zg/ml AraC, 7.5,ug/m h U ^>>*^tf)T-^*Lfco *g§l& 3 BS££t>* 

7 BBt±ii&iiiiKu ^n^n Pi-d3 n-Mvyr^tLtzo 

•??7>X Ki:i>^D-777^^ H pGEM/FHN fc4/zg/di shin* fcJ^li> ± 

^ MEMtgifef 2 0&&U ^f^>/8-D-77t;77yyK 40 

Aig/il ( AraC, Sigma) £hV7i/> 7.5/zg/ml £^*?MEMigife T* 48 B#P^ig« 
b£ o tg«±®£IDit>0&^M£ai;&^ MEM^it!l(40^g/mlAraC, 7.5^g/m h 
y7$/>fc£&)fcSW£*lfel00 mm ^ h DM 1 F %M LLC-MK2/F7 U 

mmmm 5 mi ^iiito «*48b#p^ £ft£>©«£±?it£iiiiKu 

?ft P0-d4 -f->7°;i/i: Ufco P0-d4 o^Uy h£ Opti-MEMJgtfe ('ML (2x 
10 7 cells/ml), JfiSillP^ 3 EHiDigLT F LLC-MK2/F7 $ffl«(Z«S(2 
xl0 6 cel ls/well 24-well-plate) Us M (^MEMJgJfe(40/z g/ml AraC, 7.5 
^g/m r U^>>§^t?)T-^#Lfco 3 H@££?>- 7 H iH±*jt£@iK 

U ^ft^ft Pl-d3 ?l-d7V>7)ltbtz 0 tt®<Dtc&, fiH£frfrt\ 

x>^D-7*77 7s =; KcD^MSQU ±I3©ft3fcS££< l^l;£i£T-&||^£ 



WO 00/70055 



PCT/JP00/03194 



-60- 

<m%m,mM<Di} v > h iz «t sciu©«(gfp-ciu)> 

LLC-MK2 HUBS* 2xl0 5 cells/well-ei2well-plate{;^§ s 24 l$IBIJ&g& Jto. 

MEMtgJte ~C 1 Hffi&LfcgL ±EO*>^;KP0-d3*fcttP0-d4 
, Pl-d3 *J:tF Pl-d7)£, 10cm 2 *KlOMOOffl®|!fl0Sfc:&£<fc-5 

£M#RU 100^1/¥ell«»$*fc o 15^«jfll»&^*&V^ MEMJgJft* 1 
ml/well iD*fco £££24 IBIllg&£ftHftttT?«&U GFPfgSi 

<CIU( Cell -Infected Unit)*i£> 
LLC-MK2 fflfig 2xl0 5 cells/dish TJ12well-plate f;3#§, 24 

MEMigife ~c l ISft^Lfc^ ±!3it>7*;i/ (^fts-M 
^7*-£SeV/AF-GFPi:$rf ) £ 100//l/well-C«Lfeo 153#, M^i; 

MEMigjte£lml/well iDx., $ «rH««Lfco PBS(-)T« 3 0 

ffi&Lfc^ MlB««flR$« (»10#M5fl»tt«), HMSfcHiTrsfeak 7 
-feh>£ lil/well SD;tit*,Mt)|&;^ SOttt***fe (i®10#M5#£fi;& 
S)» PBS(-)T- 100 «#RLfe^^^«t01lill*nfeln;SeVJl«y^n-^K«: 
(DN-1)£ 300/zl/wellSPx.x37 o CT-45OT^>^ra^-hbfe^PBS(-)-e 3 HI 
ifcfrU PBS(-)"£ 200 te#RLfeffc*#*IgG(H+L)St#«*-&tfc# 
(AlexaTM568:Molecular Probes#S)£ 300^1/well imS.* 37°CT-453f^ 
i^-FIL PBS(-)-e 3 @ft#L£SL m^§S^T(Emission:560nm , 
Absorption:645nm7 : 7 -f *tt^)T*^^^-f 3«£§&i£?Lfc (0 4 

0)o 

#MhLT±Heir>7\>l/ (SeV/AF-GFP) £ 100// 1 /we 11 L15#&> M 
MEM* lil/well JO** £*>lC24 B$|B|Jg#& &&®»ft&ftt>?£. 
fflflS££#StMTF(Einission:36()nm , Absorption:470nm7 -< : 7 



WO 00/70055 



PCT/JPOO/03194 



-61- 

Mft7^>-T7^;U7(vTF7-3)©PLWUV(Psoralen and Long-Wave UV Light)© 

LLC-MK2 5xl0 6 cells/dish T*100 nun * h 'JlDlCWSx 24 l$|Z9ig&& 

> ll^JfeU MEMtgife T* 1 Hifcitl/fcSL 0.3~3 /zg/ml OV7l/>i:S 
(365nm) Tf 2-20 ftfMMLtz T7 RNA # U * 7— \z*%MtZ V 
zi y ¥. ± > F9^>>-7^;i/X (vTF7-3) (Fuerst, T.R. et al., 
Proc. Natl. Acad. Sci. USA 83, 8122-8126(1986) (I 1 B# IS i& ffe 3 ■£ fc 

(moi=2) (moi=2~3, KMlZte moi=2 ^5)o «£M£^£&<^ MEM 
tgfttjT* 2 0i5E!tl^, 7^7^ HpSeV187AF-GFP, pGEM/NP, pGEM/P, 
pGEM/L(Kato, A. et al., Genes cells 1, 569-579(1996)), *Zti?ti \lfig, 4 
Ug, 2VS, 4^g/dishCD*lfe Opti-MEMtgflfe(GIBCO) M$ U SuperFect 
transfect ion reagent (l#g DNA/5#1 ©SuperFect, QIAGEN)£/Uu 15 
ftf£MLm'&. Wl$&$HZ 3%FBS£<at?0pti-MEMtg*fe 3 ml iZXiltz DNA-SuperFect 

m&®*fflmzmmLx%mLtzo 3 mmt%m'&, »^ Mm^s*^ mem 

2 [h]&?#U yh^»/3-D-77t;77;yh* 40 /zg/ml ( AraC, 
Sigma) MEMtgJfe T* 48 B^*g^Lfc 0 100 mm ^ h D 1D1©$J 1/20 $i?© 

W^^aiTtliL, GFP^«©*"i7> h lfeo7^y-7^-f^ 
(vTF?^)®^^©^ IZ 77 - 7 J&tfUz <fc 5 * ^ 7 -©«!l£(7l<#it£ , 
i7^;i/7||!^7°n h p291-296, 1995)^:^0^0 

r7>X7x^ 3 >&©@iKi$«3Bitc^gU 7^>£:UV 
Mt*l^©$?M£fTofco SPLWUVM^Tofc^^-T-M^* (vTF7-3) £ 
fflt\ -fe>^ «7^;i/X^fi£©^i¥^^tfco f}«lJ5)tttiiPKe>©^» (±13 
) *&&U UTO^Ji-r-ffofeo 6well®T-f ^nri/-ht LLC-MK2 
5X10 5 *US/ireltt?«^ »«igF*bfe£ (lxlO 6 ttfi/wellCitJB LT^3 £ 
{RSK PLWW&gSu©*'!' 2xl0 6 pfu/100/il htz* & 5 \ZV >?*/=- 
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;U*(vTF7-3)£#fcU PBSft^0MM&£tffco ll$lfll<Z)A$%s 
50 ju\ CD 0pti-MEM^%(GIBC0){Z7°7^^ h\ pGEM/NP, pGEM/P, £t>pGEM/L, ^ 
LTttflPSSeVcDNA (pSeV18 + b(+)) (Hasan, M. K. et al., J. General Virology 
78: 2813-2820, 1997) Z?tl?tl 1, 0.5, 1, 4 jug*tia TLtz & 0\Z , 
SuperFect(QIAGEN)£ 10/zl in*. Si^T'15^gbfc^, 1 ml© 0pti-MEM(40 
//g/ml © AraC »(CM^Lfeo h7>^7i^i/3>|, 3 B 

§£«£H]iKU 100^1/wellOPBStilffibfco C©*iio«10^ 

lOOfg, 1000fg#f?L£Mg$ 100//1§§)»^ 10Bg©^WHIPtl^« 3 
lfo«HLfeo (lxlO 5 , lxlO 4 , lxlO 3 MM*%ti?timm o 3 B&»*> 
^«@l&L HAiS^(3iD^^^XWM©^SiS^o lxlO 5 
mLtzMW(D5ibs HA St4#£o£ilSfl£-;£u 10 4 10 3 trfiH^i: 

»J12* t ty ! 130^04O~4 3, ^<tt>*^2^^t-o :x>^n- 
rfBSlT^** K^mfiScm^^^tCiSSeV/AF-GFPOSMm^Ofql 
±&mm$tltz 0 PO (^lu) 0d3~d4 (3Bi~4B@) (d^T, 
##|g#>£>ftfc (04 l)o H2T*Jis h7>^7i7^a>i3BI©Wi 
tiibt. 0.3^g/ml©V7lx>jiS-?: 20^©M^ «&mg/&«#K 
ifi^tz (3Bg) 3£7><^ CCift^l^fthlfc (H2)o 
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[|M1 4] GFP££$fc^LacZ»« F ^SHr^-f f?4)W<#9-<D 

<m 

<LacZ F SeV cDNA ©#t^> 

H»JlfE«© pSeV18VAF ©NP mfc?±.M®£&&t?> Not I crated 
LacZ iifi^ £&f6b£ cDNA ( P SeV(+18:LacZ)/AF) fcHt^-TSfctf) PCR H «fc D 
LacZ jHS^©if *l£fTo fc 0 LacZ 3tl£? & 6 ©fg$ (Hausmann, S et al . , RNA 
2, 1033-1045 (1996)) 5' *#J(CJi NotI tfl»rM£{t4 UfcT^ ^ 

(5'-GCGCGGCCGCCGTACGGTGGCAACCATGTCGTTTACTTTGACCAA-3'/lH^!J#^: 1 7 
)£, 3'*K SeV©^^^^^ (E) N ^£K?!J (I) fc.fclNE^BM&S'?'* 
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)l> (S) £tt4b, NotI SD»r8&ffi&tt4bfc:77>fT- (5'- 

GCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGCGTACGCTATTACTTCTGACACCAGACC 

AACTGGTA-3'/E81£^ : 18)*fflK 77^U' pCMV-/? (£o->xy>*t 

») *»SfcUTPCKSJS:&ffo&o SJfS&frHU PCMV-/? 50ng, 200 /zMdNTP 

(7 7;i/7 4 >7/Wtr^ttllK 100 pM 7*7^7-, Vent ^'J^7-t' (-a 

— T >^> K/W*77f?tt«) 4U fc^OfiJS/ty 7 7--*:*: 

94°C 30 50 °C 1 t3\ 72 °C 2 A<DRj&mXV4 .t?K25®"CftvTzo RftM 

®*Tiiu-7>v)\,n%wm-i:mii'&, 3.2 *D^-*®»Nt&«j»)tiju *t®> 

NotI -CtOBfbx pSeV18+/AF Not I tfJBrfr £ 5 -f 7- ^> a > b T 
P SeV(+18:LacZ)/AF S#fc„ 

LLC-MK2 5xl0 6 cells/dish T*100 mm ^ h UMtj»#. 24 

> Jfo}f£^£&^ MEM T- 1 IHifc&bfc^ 3 /zg/il 0V7l/>i:ISli^ 
(365nm) tf 5«Ilf: T7 EMA 4? U * 7— If *%mt%> U 3 >bf^> h 7* 
>>-T-7-f;i/7;(vTF7-3) (Fuerst, T.R. etal., Proc. Natl. Acad. Sci. USA 83, 
8122-8126(1986)tc£S*e 1 iSMS^-frfe (moi=2) (moi=2-3s$f®(Z(i moi=2 
#ffll^*l£)o MEM 7? 2®8fc#bfc&, LacZ *§® F £l 

fcSHr>*V cDNA (pSeV (+18:LacZ) AF), pGEM/NP, pGEM/P, 

SVpGEM/L(Kato, A. et al., Genes Cells 1, 569-579(1996)), £*ft-?ft 12 
Ug, A/ug, 2vg> 4/zg/dish £ J:i;i>^D-7r7X 5: h* pGEM/FHN £4/z 
g/dishin^> Opti-MEM(GIBCO) £!B9U SuperFect transfection reagent (1 
/zgDNA/5#l ©SuperFect, QIAGEN)£A*V m&X 15 ^Patl^ Sf$tt£ 3% 
FBS£^t?Opti-MEM 3 ml tlAftfc DNA-SuperFect ^U^ffiClilDLtlgi 
bfc 3 l$|iSJg*& *UB&, JfiUS££i:fcV* MEM T* 2 EJffi&U i/h*s>/3 
-D-77t;77;y K 40 #g/ml (AraC, Sigma) t h 7.5/zg/il £^ 

tfMEMTr 24 B^igUbfco Jg*±illfcJR!>»S* Jfll»*^**V^ MEMlgltt(40,u 
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g/ml AraC, 7.5^g/m r U7^>>£^t?) Ceig£*lfcl00 mm ^ h >J m 1 
© F SSSl LLC-MK2/F7 IfflflgSiW 5 ml £Mbfco £ £ £ig#48MgL ^ 
£>©HH§§£±ii£IIU&U ^tl^ft P0-d3 tJ->r;i/£ bfco P0-d3 y h£ 
Opti-MEMtgifb £Mb (2xl0 7 cells/ml), m&Mffi* 3 dii DilbT 
lipofection reagent DOSPER (Boehringer mannheim)£*g£-b(10 6 cells/25>ul 
D0SPER)^T- 15 Wbfrl, Y%M LLC-MK2/F7 SB«£ h ? >X V x ? 
^3>(10 6 cells/well 24-well-plate) U lfo^£^£&^MEMigtfl(40/ig/ml 
AraC, 7.5/zg/m h U 7^> >£^tr b£ 0 ig#m7 B g£±ilr£iaiKU 

Pl-d7-^>7°^i; Lfeo ^ ?>H±?i±*^12-well-plate(im^feF^^ LLC- 
MK2/F7«^t 37°C1M«^ MEMigife tgiteT— ®&&bfc&. Jfitfit*^ 
£&^MEMtgife(40,czg/ml AraC, 7.5/zg/m h U 7-^>^^tf)T^#bfc 0 
7 5§K±}f P2-d7it>7°;i/i:bfeo £ £K±*»£M& 6 -well-plate 
CM^feFSgS LLC-MK2/F7 37°C1^^«^, MEM^Sb JgttlT— Hl^ 

ftLtzWi, M£^£&MMEMJ£i(!l(7.5/xg/m h U ^>>£#tf)T*igitb£o J£ 
««7 B@CJ:iS£[I]i&U P3-d7t>->7>hbfco ^?){3±^*$:10cmplate 

izm^fcmm llc-mk2/f7«^^ 37vimmmmWis mmm izm-e-mfo 

&bfc^v M^^^*^MEMtg%(40/zg/ml AraC, 7.5/ag/m h UT^^^tf) 
T-iSiibfco tgfi&7 Bi£_hiit£[H]iKU P4-d7-tf->7;i^bfco 
<la.cZ%mmmcDiJ t> > b £ £ &CIU©$J£(LacZ-CIU) > 

LLC-MK2 aiillS* 2.5xl0 6 cells/we lit" 6 well-plateK3§£, 24 BSTO#'#> 
Mfc^fcl^ MEMtSite t? 1 0ft&bfc&, P3-d7cDl/10#^^^J^MEM^flfe-C 
ffflIU 37°C1M«^ MEMtgflfeT— 10%ifilS^^tfMEMlgife 1.5 

ml ^Mbfcc 37°CT-3Bi§^x «£/?-Gal h (^>thP^^ 

>tt) (;<tt3^§Lh 3IHO»ISS^i4 4t:^t, LacZ &gHt4«& 
£&;L£*£m> ^-rix©*l£-?:& P3-d7-tf>:7>£:io^-£ lxlO 6 ClU/ml ©<M 
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mm 

<SeV^y AcDNAO«3g> 
-fe>*V ^-OP* (SeV) ±H4VAcDNA, P SeV(+) (Kato, A. et al., Genes 
to Cells 1: 569-579, 1996)©cDNAil£rfc& Not I It-f b*&m&?(DZ?- 
h^^;i/hATGiiiR^^^;i/©F^t#Abfco«A^i:UTIi^-rx 04 
5(A)©ct9(;pSeV(+)$5pA l/Sal HfififlsbfeBrtt (2645bp), C7a ITffcKbbfc 
HKt# (3246bp), #t>'C7a I/£co RlTrfliHb b£#rtf- (5146bp) $fn?n7*D- 
*«»I&T*#gt, I^-f 6^*> b'S^Dttib, QIAEXII Gel Extraction Syste 
m (QIAGENfttSO TiJR-iibfco SpA I/&7 IT'^fb bfc»rtfi±LITMUS38 (NE 
W ENGLAND BI0LABS4±§^), CI a IftfHb LtzMfrtCla l/Eco Mtmit bfcjeffrtt 
pBluescriptll KS+ (STRATAGENEftSO fl^-fy— >3>b, 1t^^D-^>y 
bfc 0 Wi^TNot IiM hCD^At&Quickchange Site-Directed Mutagenesis k 
it ( STRATAGENEM) £<£ofco ^ft^ftCD^AKflH^cT^ v-fiNP-PF^T! 
li-b >X|| : 5' -ccaccgaccacacccagcggccgcgacagccacggcttcgg-3' (SE^UH^ : 1 
9), T>f-fe>X^ : 5'-ccgaagccgtggctgtcgcggccgctgggtgtggtcggtgg-3' (SB 
?ijf£-^ : 2 0), P-MFa!T-&-fe>*fI : 5' -gaaatttcacctaagcggccgcaatggcagatatc 
tatag-3' (m?m^: 2 1), Z>^-fe >ZM : 5' -ctatagatatctgccattgcggccgc 
ttaggtgaaatttc-3' (S2?'J« : 2 2), M-FF^T'li-te >*ti : 5' -gggataaagtccct 
tgcggccgcttggttgcaaaactctcccc-3' (E^'JS^ : 2 3), Z>^-fe : 5' -gg 
ggagagttttgcaaccaagcggccgcaagggactttatccc-3' (E^J#-^ : 2 4 ), F-HNFajTrti 
•fe : 5' -ggtcgcgcggtactttagcggccgcctcaaacaagcacagatcatgg-3' (SB?0#^- 
: 2 5), 7'>^-fe>^iI : 5' -ccatgatctgtgcttgtttgaggcggccgctaaagtaccgcgcg 
acc-3' (mm^ : 2 6 ), HN-LF^T-li-b >*fg : 5' -cctgcccatccatgacctagcggc 
cgcttcccattcaccctggg-3* (@E?'J#^ : 2 7 ), T>^-fe>^01 : 5' -cccagggtgaa 
tgggaagcggccgctaggtcatggatgggcagg-3' (U?!Jl|-*f : 2 8) ^tl^ft-^gKb, 
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mmtLzmm&saii/sphimfr, mm. Mmim&mxs mm, mmitcia 

l/Eco RlifM-^^n^n^IBT'itr^D-ny^Lfe^C^ffl^TQuickchange 
Site-Directed Mutagenesis kit©7"o h=i;fcfcfi£t\ mx^ff^tzo mXLtzi) 

4>fJ AcDNA^\T-lr>r'J Ltzo ZO&gk, M4 5 (B)©<fc5 Cftafi^BBCfffc 
{CNotI^«ALfc5TO (pSeV(+)NPP N pSeV(+)PM, pSeV(+)MF, pSeV(+)FHN£ ( fctf 
pSeV( + )HNL) 0-t?>^ £>f AcDNA&flHSU&o 

7* — tr (SEAP) §PCRT-9-^^D-^>^tfeo -?-lZl£Asc I ftJUilfjl 
h ^rftftn Lfc5' 7*7 V— : 5' -gcggcgcgccatgctgctgctgctgctgctgctgggcc 
tg-3' (U^'JI^ : 2 9) N 3' 77^7- : 5' -gcggcgcgcccttatcatgtctgctcgaagc 
ggccggccg-3' (@B?Wf : 3 0) ££/$U PCRftfxofc. 8S£lipSEAP-Basic 
(CLONTECHftliK tourbo DNAtfD p< 5— tr (STRATAGENEttSO 

ofc. pcr^ mmzAsc i-emu • nuKbto it^n 

-->7t577X^ K^btpBluescriptll KS+O^oi I1M 

->^-f h (Pme I-^sc I-Sra I) £&1&i/>ri-)l-ft£mm-§&fti/?i-)l<$ts 

-^•gg-^^DNA [-tr>XlI : 5' -gcggccgcgtttaaacggcgcgccatttaaatccgtagtaagaa 

aaacttagggtgaaagttcatcgcggccgc-3' (EE?!J#^ : 3 1), 7>f"fe >7>ffi : 5' -g 

cggccgcgatgaactttcaccctaagtttttcttactacggatttaaatggcgcgccgtttaaacgcggccg 

c-3' mnm^: 32n &»#&^*0&{ > MKi,fc (m4 6) 0 c©^** 

KCDitec I If" 4 M3*M8 ■ IIllKLfcPCRm$j£^'?-^3>U ^o-n>^b 
feo Cin^Abt IT-^btTSEAPit{K^»fM-&m^i&-Cll|JR • SMKU ±IB©5 

9M<D*>y'(v<<)vz>f; AcDNAhpSevi8+o^ot i*m Mc-en^ti^-ry- 

^>3>UI&&A,£o €tL^n©^-r;i/X^^^-^pSeV(+)NPP/SEAP N pSeV(+) 
PM/SEAP, pSeV( + )MF/SEAP, pSeV( + )FHN/SEAP, pSeV(+)HNL/SEAP:i3«fctfpSeV18( + ) 
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/SEAP£ Vtzo 

LLC-MK2«£2xl0 6 cells/dish tlOOmnr>*-M;:i§t, 24B$iai%ig&& 

)\/7s (PLWUV-VacT7) (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 83: 
8122-8126,1986. Kato, A. etal., Genes Cells 1: 569-579, 1996) tzSST*moi=2 
7? 1 Rf IBiB* * *fc o «B & ft* bT 6 SEAP^jja^aAy«=&42 > ¥A VJfrZ 
cDNA> pGEM/NPx pGEM/P, ^J^pGEM/L^ft^ft^jUg. 4#g. 2//g, #l>'4,ug/dish 
©ittr-OptiMEM (GIBOCO BBLttS) tZglL> 110//1 ©SuperFect transf ection 
reagent (QIAGENftSO ZAtlXfe&U mMX-lSfttSLW'&, «^ft5(c3%FBS^ 
^fr0ptiMEM3il£ftI;U tt£ttLT3~5Mig#bfco t£«&> fflj&&JfiLft 
&^£&^MEM-£2|!i£*U t/ F^>^-D-77 ^7 777^^ (AraC) fc^tfMEM 
X12m^m\ytzo £ft£©»£[I]JKU h£lml©PBST-iii®U 

mMzmMQteLtzo zhbzioBmmwzittzmwizmumMLs 35°ct-3 
znt>®mLtzmmz£ e,mo- 5 ~io- 7 K#iRbTH»iigNiu isiatcnuR 

U#abT-80°CfIX h Lfco^ft^ft©^;i'*^*-££SeVNPP/SEAP 
\ SeVPM/SEAP, SeVMF/SEAP, SeVFHN/SEAP, SeVHNL/SEAP:fcJ:tfSeV18/SEAPi:-f £ 

)o 

CV-ltt£6well TV- h{;lwellfefe!35xl0 5 cellsToKt, 24!Wg#b 
to PBS^m, BSA/PBS (1% BSA in PBS) -eiO\ 10\ 10" 5 , 10" 6 , 10" 7 
Ltzimz.SeVZmmJ >*a^-*>3> PBStrftrfK BSA/MEM/TtfD- 

X (0.2% BSA+2xMEM^M©25i;7:ffn-;*£^-&Lfc&©) £well&£ ^nill* 
oMSU 6BP^37°C, 0.5XT-tg# L£o t£§T#> 3ml(D^* J 
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a^->>3>tfeo PBS* = 0ifci*», 200fg*»3UfeAlexa Flour™ tM***$i 
*-tJ-*Ig(G+H) (Molecular Probett) &Jn*Tgfi'T?ll$IH'f a^-S/ 3 > L 
fee PBST-HH]^^ y^-v^^lf-LASlOOO (m±7^;i/A) T* 



faa-ftx.-W/u* 


S-f*- (pfu/ml) 


SOV1S/SEAP 


3.9X109 


SeVNPP/SEAP 


4.7X108 


SeVPM/SEAP 


3.8X109 


SeVMF/SEAP 


1.5X1010 


SeVFHN/SEAP 


7.0X109 


SeVHNL/SEAP 


7.1X109 



LLC-MK2«£6well 7"l/- Mllwell&£ 0 l~5xl0 5 cellst* o|§£. 24^ 
t£« t & * ^ ^ * * - &noi=2«$ £ 24B#TOi£lt±}» § 100// 1 II 
1Kb, SEAPT^-b-f *frofco TyteJ (^Reporter Assay Kit -SEAP- 
T*frv\ ;i/^y^r^-^7^7>f +f-LAS1000 (*±7^;i/A) T*»J5£bfco 
fi|{±SeV18+/SEAP©fil*100i:L*t*n j en*B^fii:tTaLfeo 04 
8 13 ^ L & ^ ttlOttLWlZ SEAPjffc^ &to\ L & SEAPrStt * ilfc 

T^SZiuPfcfrofeo NP*fc^fcP*fc^©IBCSEAP«£?&#Abfc» 
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vmiz sEAPite? x t fe ^ * $ -<d $ m(D%M9Ltmiti £ ntz 0 
m&m v v ^ s sev ^ 4 ammeter- its T7 rna# u ^ — vz^mtzm 

WktV £:^T(vTF7-3)£fflV^fc#>> 7 ^>-T©*fflJM^t£(;:«fc «*ffl 
btlX^Z (Lamb and Kolakofsky, 1996, Fields virology, pll89) 0 -£ft$FHN 

^%mM^om\^mm.xh^tzc, zzx-. zti^^nm^titzmmizmtziz 

lOcmiMtgM £ 100% □>7l/>M:^o fcLLC-MK2« ( 1 x lOVdish) £ 
?mV-mmvt*>-T*moi=2T*£UiZ&^zmmim?3'&s d2EGFP£&*i-r6 
FHN*£cDNA (pSeV18VAFHN-d2GFP (H$i$l8) , pGEM/NP, pGEM/P, pGEM/L, 
pGEM/FHN£^ft^tu 12>ug/10cm dish, 4/zg/10cm dish, 2/ig/10cm dish, Ajjl 
g/lOcm dish, 4#g/10cm dishOMlfeS'&L (final vol, 3il/10cm dish), M 
B^mxmm SuperFect(QIAGEN)£^T, luiE Lfc F^&^ )l^(DWmmt 

mmttmT-LLc-M2mMiz&fc?mALtz 0 mfc?mx 3 B#p^m£tt7i^ 

iTe3[I]&#U fgjt3s^(1000rpm/2min)-r'$iJ^nfeWSIeIiRU, ^M>>/? 
-D-T^tfy 77; K (AraC)40^g/ml, SIGMA), h V ^>>(7.5^g/ml, GIBC0) 
^^tf©»^MEMtg%C!lSL,«£j!)nx.s-^#tfeoSy^£ffl^UfelOcm 
^^-UT-100%3>7lx>h(I^o fcFHN±t^^HflS £ 7 7 J t> -i * AxCANCre 
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zwi=w?%mmm'&. mm, mm, mm. 2b@, 3B@©«&^tien5mi 

PBS(-)-e-®&?#U cell dissociation solution (SIGMA)tJ; DM£fij#b 
. ®3^^^(1000rpm/2min)T'^fflJ|g**46.AraC(40^g/iDl, SIGMA), h "jr^X?^ 

^g/mi, Gmo)^ts(Dmskmmmmizmmb, mmk&^j frzonmgkL 
tzmm (po) i,zm?L-m%mLtzo Mmmm'&2uu^%ftm®M-cwm*WLm 

tfltzo mmmmbt^uMom^ (£) tit^, mm^mmLtzm^ (£) & 
mm £ ntz mm® infiwmmmmti i mmz% < vw> *> *> omm* sir 

U 10 7 m/ml©0pti-MEM^«b (Gibcol)(3S8«U 3@$*SI&BfLfc^ -fe- h 
£H«U ^3ig|^tT2a^©FHNit^Mflg(ri0 6 cells/100/d/well«U 
AraC (40#g/il, SIGMA), h 'J 7i/> (7.5/zg/ml, GIBCO) £^t?©&jfil»MEMtg 
tfeTS 37°C 5%C0 2 ^>^a^-^-^2BP^SLfcPl«BIia^#±?Sa)^^;^ 
7J«CIU-GFP-?$iJ£Ufc (i4), FHNMi#i4lfiFFIt(^^;^ 

©it e§9 6 mm&MuDtmmmx. «t ^Jtti^x^RivtcB 
to^nfco^t, pi«±^*tM^n^^^;i/^«i6^p^©mfi«-r§ 



S!4 ^r;i/^^AF-HN«HMJiffit«fcS^SeVJi«i 



GFP 


-CIU 




xl0 3 /ml 








FHNcell+ad/cre 


FHN 


cell- 


4h 


6h 8h 2d 3d 


8 


-10 


6-9 


80-100 70-100 60-100 20-50 



[mmmi 7] ^a-t** jy^yvitu ^xm^m^^ i>*%tzz\t 
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, FfcfcS-CfcSdfctfMSilfc (0 5 0)o 

vsv-g) (is mvsvjji;^-e^^©^^wsiJ* s etoe>nfc^\ <r 

5-fe>y-f t?4 )V7, (0* F,HN) flijDWfe^ftfr^: (05 1). Z.<0 

ztfrz, *nnm-em *> n& * -r #s vsv-g* w^i^ts^^ 

•>-f ;i/^*»!«0SO«*±i»M^Tx *3«**a3E»<to*fTi\ Fitted 

#H*f £*t r> £o20~605K© ^ ^ x > h *BJ£$ *& ^ 3 iSil: •> ^ ^* 
fc±Jg£-l*\ SW4ln— * — (Beckman) -£29000rp]iu 15~16BfigS3giC»&fTofco 

& 0 #®^ov^Tx Faie^fta^ttFisjiWHNaifi^s^bfcy^Afe^b 
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* > /<? * RE J: tfHN* > ^ R % VSV-G* > KlilB) y ? >? i/ a > IZ 

a.-H^^r-b>^^f'j7^;i/^r'{i, ;v w?£ ft > vsv- 

&£i2:«§g£ft£ (15 2)o 
[IWJ2 0] F*€^F£<£miN^fc?£££L£^V A£Wt3^- K 

3Bgtl% h U*M^M$:*Px.4 o C^30^B^ GFPfc&SILfcfiM 
Mffi^H^Ufeo F3t€^£^£L£^V A^tS-M^* (SeV/ 

AF, ^it>*VSV-GT^>^- Nb Lfc SeV/AF(VSV-G)) ya- h*^ 7-fe>^ £ 

jKMZK&vft-tiLtttz^yrj^j^tmz, mmmmo^mzmmR 

5>>a-K^^7--b>^^^;i/^ (SeV/AF-HN(VSV-G)) T?fcj\ ^tt±£<! 
»li^:<^^T^^^^i:«?)^h^^fc (153) 0 

immm2 1] Fjte^^^t^^yA^*-rsvsv-Gi>a-h*^Y7'-b>^ 
tgrnmrn^omfc? ^^>A^ft5 vsv-gs/ ^ - k *f -74? > #v 

•^;i/*©f«$l¥ti\ fflmizmm'& 3 B @©^Jjg(l^^LfcGFP*SFlow 
cytoietory § fl§ ^ T t tz 0 FjH£^ £ ^ L £ 7 7 A £ W f 5 ^ ^ - K * -f 7 
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mmrnxommmmt, nc-m2mmt^tA,}f^mt^^rzt\ t»^© 
*-r svsv-g^- h*^ -< y*. >*rj t> < ^x©«^¥©±#* s ii^^nfe(E 

54). 

<NGF/SeV/AF©#M> 

^ortfo^o ^*-©$j£&, mevxvtu— ±)im l #.*m^tcJi& 

<NGF/SeV/AF© 7 ^ ;i/7 ^ y ASI^(RT-PCR) > 

NGF/SeV/ AF"7^f ;i/7^"VA (E)5 5±) £SH?.TSfc#>. LLC-MK2/F7«fr £ 
IallK£ftfcJ&#±7»£j8<l>LfcgL QIAamp Viral RNA mini kit (QIAGEN) XZ<D 
yu bD-;i/£$£oTRNA}ftdi£fT-3fco ;i©RNA£SUPERSCRIPT™ ONE-STEP™ RT- 
PCR SYSTEM (GIBCO BRL) t)Wl-?CR(DT>7U- h^*3 ctOTCR^fTo feo 
fti^g^ ttiD^SeV cDNA (pSeV18 4 b(+)) (Hasan, M. K. et al., J. General 
Virology 78: 2813-2820, 1997) Zm^tzo PCR7v 4 -?-i±NGF-N£NGF-C£ffl 
^ T fir o £ o NGF-NH o V ^ X it, 7 1 V - b* : ACTTGCGGCCGCCAAAGTTCAGTAATGTCCA 
TGTTGTTCTACACTCTG (E^J#"t : 3 3X NGF-CCov^i^ : ATCCGCGGC 

CGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGTCAGCCTCTTCTTGTAGCCnCCTGC(iB^!J#-^ 
: 3 4) Zi&mbtzo ^©^31, NGF-Ni:NGF-C^>&77^ R 
m^TT"NGF/SeV/AF(iNGF(Z^M^^^*> Vtftk&$tltzottmm\Z\t^> Yit 
&tB2ft&fro£ (05 5T)o 

[mmm 2 3 ] NGFite^^^«bfeF^^SSeV©|fflM^^{I^3l1-SNGFS 
&©£M£in vitrorStt$J£ 

m%kRmGm&®%mts mmocmm^tmmscmrxy- mc (^confluent 
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C Ji m £ * fc LLC-MK2/F £ ^ fct LLC-MK2 M * ffl ^ T fr o fe o NGF/SeV/ A F, 
NGF/SeV/ A F-GFP (iLLCMK2/F NGF/SeV&tf GFP/SeV LLC-MK2 *ffl J9S 

m.o.i. 0.01-C«ffS**N 7.5/ig/mL©Trypsin (GIBCO) ££&jfiLi**£i:&^MEM 
Jg«n?3BITO#bfco 3Bm(5^100^©«^«Lfe^(l> TrypsinStN'MS: 
tt(c^$&V^MEMJg^fe('^UM(33B^#bfco ^ft^ft©Jg§i±}ff£lH]iKb 
, 48,000 xg£T60#iS^ ±$S£"O^TNGFga®£*jRT5in vitrorS«J£ 
fcfTofco *»tlt FfcfcSSeV (NGF/SeV/AF, NGF/SeV/ A F-GFP) (HI 5 5 

0m) %iic-m/mmzm%k$-£T^z>&, n m.o.i. (fluaia^fctt) *m 
ft-rna. ip^iib^^e>ioo%j£^«t«t-ti{^ saa©;: 

NGFMS©£:fii£ELISA KitT-&3NGF Emax Immuno Assay System (Promega) £ 
*Ufflbfc 0 7Dh3-MiM*t©i*Ct-5feo NGF/SeV/ AF, NGF/SeV/ A 
F-GFPSt>*NGF/SeV©^«^#±^4'tli j etL J ?'n 32.4/zg/mL, 37.4^g/mL 
St>" 10.5#g/iL©NGF5fi©#£jWftB£ilfco NGF/SeV/AF, NGF/SeV/ A F-GFP 

(Dm%kM®t%m±m * c m mmomm a bNGF/sev©«^BSJg#± 

?f^©NGFM a 3 1 mU8LX'& D ^ Ffc&SJSeVlI iotfe +#S©NGF©$B31#& 

NGF8B©invitroiStt8l£fciu -7 r U©«JSttlfI^&3fc«#iJlSS©*0fttt 
i(i«BIIS^a^«^*C©^«i^SH4*ii^tfi : ofe (Nerve Growth Factors 
(Wiley, New York), pp.95-109 (1989)) 0 J§&£10B&©-9 h UJ&J; 
fflS£#DttiU 0.25% Trypsin (GIBCO) T'37°C 20^IMlfc o 100 units/mL 
©penicillin (Gibco), lOOunits/mL © streptomycin (Gibco), 250ng/mL© 
amphotericin B (Gibco), 20 ju M © 2-deoxyuridine (Nakarai), 20/zM©5- 
fluorodeoxyuridine (Nakarai), 2mM L-glutamine (Signa)&tf5%©Jfil}ft %i$tsM 
?)\,zi-7> (DV-mimM Z&m U 96-wel 1 7 1/ - r K lwel 1 & 0 $j5000f@©£fflli§ 
ffig-e^ac*HJ&bfeo7"l/ — Mipolylysin^- h bfc96-well7"l/- h(Iwaki) 
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fcMKlaminin (Sigma) fn-HtflLL tgiW:3>hD-;^ 
3 NGFS fi « ^ ttfttaia L fc SeV^&© Jg *±?» »bfec3Biv WiT 

Alamerblue (CosmoBio) SliDU h 3 > K D T t' £ 
SiS7c«ffi*mSi:bT (53fomT?ftjBLfc590w<Dg#^*llj£) 
*£fTofc 0 n>hP-;u (NGF^Mb) StfSeV/ttjbaSl-GFP (GFP/SeV) ©*g 

NGF/SeV/AF, NGF/SeV/AF-GFPSt>*NGF/SeV©!i^«lg«±il$:^i!]n ( 

i/iooo#ir) tzz mw£Mft&&<D±%v%t>ft£mmmm<£ 

ftm&ft&ZGLT^ZtnmZtltz (0 5 6)„ f U> ^©fiHiELISAKcfc!) 

(3&tlg£ft, NGF/SeV/AF, NGF/SeV/AF-GFP£«F/SeV©^«tg#±7i£ 
SSirr 3 ^iSBJSROJiftl^ffi^&^jettJg^^^tLfc (05 7) 

zuztBmztitza 
mmm2 4] mmm^omm^m^f 

1) Adeno-Cre©moi^^^^fP^ 

g& £Adeno-Cre©moi £<£o TLLC-MK2/F(Z«$itFga <D%£&3§3| b 

moi=l©^(Ci:b^moi=10©ji^31S* J STiS^ofe# (05 8), e#&6h 
, 12h, 24h, 48h&©?g3t*£Si^7i£c:3, V>rftfcSN*&48BfiaB KFgfi© 

£tz, moi=l, 3, 10, 30, 100T-*BIJiSiC« bTlMS©J&J»iMb£«l$WK:«* 
bfc#, ioi=10fe{CiiB§^tSI^©MA s ^e>n^^^fe* s , moi=30W±C& 

ztmmm&mmzntz (059)0 

2) IKf^R 

LLC-MK2/F K *f bT Adeno-Cre^ o T FM ©3*3! fcgfaS b T fr£ 7ft fC*«lft b 
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mLxi? t>2QK £ -emit t fe wrtFs a £ i/ — i^t 

LLC-MK2/F«^A^ -Bfc*g#bfcgL ^%£&t> l&£PBST— II]ft&bTfr 
, 3.7X<3DFormalin-PBST-5OTS^bfco ^£<Z>&> PBS^«£-ll]ft#bfc^ 
0. 1% Triton X100-PBST;5#MiI b JnF® fi ^ y ^ D ± - ;i/ftft( 7 -236 ) ( 100 

?z>&ms mm&xmftLtzmM<Dm&<D%mm.\zm*t£iy>-otz (H6 0) 
o mm\z^ zLxsevnmm&t&mmz&m^tem&mmztitefr-itzo - 
is,zo^^xm^Ltzmm^m^mxmm^oYm^(D^^M^m-<-tzt 

l5tt£T-*$tem&*fr-otz&, Ztl&±mttLtzM®,ftMm&(Dm&ib 
MfatfWimZtifz (0 6 Do 

[mmm 2 5 ] GFP-ciuhftSev-ciu^©*@g§i§& 

2mm.Otm\z £3CIU (Cell-Infected Unit) ©«iJ^ig^*fflMM^Sii^fc 
o LLC-MK2«£2xl0 5 cells/dishT?12well-plate£ISSs 24mW&*&. MM 
^^t^mm^mmWbtz^ SeV/AF-GFP£100;ul/wellT"M-bfco 15 

PBS(-)-r30^bfe^s mfe*$Mi<-&(moft~-i5ftmmtiLmu mmzmfct 

Ztzfos T-b h>£l ml/welljnxil Pfc£> fc(8llO#M5 

#3^tt)oPBSH^00fg#*5bfc*tf¥«fc &WK£ftfciftSeV#y £ D-^;b 
^(DN-l)^300^1/well5!JDXs 37^T*45flf*H >*^~ h bfcJL PBS(-)T'3 
H]ft#U PBS(-)T-200fg«bfcl5t^-tf^IgG(H+D)^ra-^liT;ft (Alex™ 
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568: Molecular ProbesttS)£300#l/welllfl]^ 31°CX»45ftm 4 >3ra^- h b 
tzo PBS(-)T*3@&&bfc^ MftWMmTF (Emission: 560nm, Absorption: 645nm 

timtLX SeV/AF-GFP £100,ul/well-eM< bl5#gL ftV^MEM 
£ 1 ml/wellin^> £<?t::24BOT£#^ U'&omttft fc>-r£«£i£#H» 
(Emission: 360nm, Absorption: 470nm7 -£GFPfgSi 

M#©3£«J£££«fbbT§l&£Mb££<r3, &$?&*BI8£^b£ (EI 
62). 

1) -fe>^ ^-T )17> (SeV) £S>rVAcDNA N pSeV18 + ©cDNA©^ A < 

i h%&mfc?®z*- b^^i-^tmmmm^^i-^^mizmxLtzo 

2) 1"^H^bfeSeV^^^-cDNA{'-x';U5 L ^D-n>^-9-^ hrah^¥M^ 
^^^-^-^SSB^J-H^^^^^^ftin^^TNotl-b-^ h^I^jitfo 

1) a»A£i££lbT&£-f> pSeV18 + £Eag IT*$Hb b£$rtf (2644bp 

X Clam^bb£$rtt (3246bp), Clal/EcoRI-C^b Lfzmfr (5146bp), &t>* 
Eco RIT-^{bbfc»fM- (5010bp) £^*imT#n-*SMMn:#$L KMSt" 
£A> r'fctO&tfJU QIAEXII Gel Extraction System (QIAGEN&10 TrUllR • *l 
ILfe, Eag IT-^bb£^#&LITMUS38 (NEW ENGLAND BIOLABSttl^X Cla If 
ffiitLtzttfr, Clal/Eco RIt:$Hbb£»rtf\ StfEco RIT'ilHb Ltzmftte 
pBluescriptIIKS+ (STRATAGENEttM) fc^f 7-^3 > U V7>7U-->7L 
tzo ffi^XMm&MV- J h©5S^s #A£&Quickchange Site-Directed 
Mutagenesis kit (STRATAGENE&10 *&itz 0 

©JUS^IM hOSg^tKiSal I: (-fe>7^) 5' -ggagaagtctcaacaccgtccaccc 
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aagataatcgatcag-3' (E?!l#^ : 3 5), (7 7 >^-b>XlI) 5' -ctgatcgattatctt 
gggtggacggtgttgagacttctcc-3' (EBIM 1 : 3 6), Nhe I: (Hz>^^) 5 5 -gtat 
atgtgttcagttgagcttgctgtcggtctaaggc-3' (@H^#-t : 3 7), (T^-b >*$0 
5'-gccttagaccgacagcaagctcaactgaacacatatac-3' (SH^JS^ : 38), Xho I: ( 
-fe>X||) 5' -caatgaactctctagagaggctggagtcactaaagagttacctgg-3' (HB^'JH^ : 

3 9), (T>5 : -b>^^) 5'-ccaggtaactctttagtgactccagcctctctagagagttcattg 
-3' (K?iJ« : 4 0), ^ fc»JRS»3R?»Xt ttNP-PIffl : 5'-gtgaaagt 
tcatccaccgatcggctcactcgaggccacacccaaccccaccg-3' (ffi^'JS"^" : 41), (T>5 1 
-te >;*$!) 5' -cggtggggttgggtgtggcctcgagtgagccgatcggtggatgaactttcac-3' (IB 
?'JS^- : 4 2), P-MIRj : (-fe>Xii) 5' -cttagggtgaaagaaatttcagctagcacggcgcaa 
tggcagatatc-3' (ffi*W§:4 3), (Z>^-b>XlI) 5' -gatatctgccattgcgccg 
tgctagctgaaatttctttcaccctaag-3' (IE?!!#^ : 4 4), M-FF^ : 5'-c 
ttagggataaagtcccttgtgcgcgcttggttgcaaaactctcccc-3' (IB?!J1|-^ : 4 5), (T> 
^■fe >XM) 5' -ggggagagttttgcaaccaagcgcgcacaagggactttatccctaag-3' (@E^!JS 
: 4 6), F-HNfMI : (-fe>;*$U 5' -ggtcgcgcggtactttagtcgacacctcaaacaagcaca 
gatcatgg-3' (IB?iJ«-: 4 7), (>>^-b>^ti) 5' -ccatgatctgtgcttgtttgag 
gtgtcgactaaagtaccgcgcgacc-3' (EEIS^ : 4 8 ), HN-LH : (-b>X|g) 5'-ccc 
agggtgaatgggaagggccggccaggtcatggatgggcaggagtcc-3' (E^J#-^ : 4 9), (T> 
^-b >^^) 5' -ggactcctgcccatccatgacctggccggcccttcccattcaccctggg-3' (SH^J 
5 0) **n*ft£jfcLKJ&£flH>fc 0 ^A&, *ft**UD»r#&±83RI 
«tHJR-»«U cDNA£y-tz>7>J tfeo 

2) ©*!§"□, (-te>Xili) 5'-ggccgcttaattaacggtttaaacgcgcgccaacagtgttgataa 
gaaaaacttagggtgaaagttcatcac-3' (SJ<J#f : 5 1), (T>5 L Hr>Xl|) 5'-ggc 
cgtgatgaactttcaccctaagtttttcttatcaacactgttggcgcgcgtttaaaccgttaattaagc-3' 

(Efll«-: 5 2) ^tl^tUD£-fj&DNA£ U U 85°C 2fl\ 65 

°C 15#, 37°C 15#, 15#T'7--D SeV cDNA'sit&fr&tfo 
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1. (a) M7^VfsK7'Ol'*©£l>&< — 06Dx>^D-7*^>/^H 
RNA, :fc«fctf (b) ^ (-) «j-*«BMAC«fc0 3-H*n^ &HNAKg£-T3* 

2. (-) i|-#»A#NP*W^Ks P*W**H, *«fcr«,^w^K** 

3. (-) «-*«RMA*«-b>^>f «>>f;b^t:fi*-rSs ®#Jfil$fcti2CfB 

4. (-) i|-#g|RNA#s ££(3^#it£^£:3-b"LTV^ 

o 

7 . lira 5 g- 6 tgBtto3te : ?#AfflaifiEi»*aeiat#At *xg&^ 
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3 : LLC/F7-trypsin 
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SEQUENCE LISTING 

<110> DNAVEC Research Inc. 

<120> RNP derived from paramyxoviruses 

<130> D3-102PCT 

<140> 
<141> 

<150> JP 1999-200740 
<151> 1999-05-18 

<160> 52 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Sequence 
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<400> 1 

atgcatgccg gcagatga 18 

<210> 2 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 2 

gttgagtact gcaagagc 18 

<210> 3 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 3 
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tttgccggca tgcatgtttc ccaaggggag agttttgcaa cc 

<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 4 

atgcatgccg gcagatga 

<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 5 

tgggtgaatg agagaatcag c 



21 
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<210> 6 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 6 

atgcatatgg tgatgcggtt ttggcagtac 

<210> 7 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 7 

tgccggctat tattacttgt acagctcgtc 



<210> 8 
<211> 21 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 8 

atcagagacc tgcgacaatg c 21 

<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 9 

aagtcgtgct gcttcatgtg g 21 

<210> 10 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 10 

acaaccacta cctgagcacc cagtc 25 

<210> 11 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 11 

gcctaacaca tccagagatc g 21 

<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 12 

acattcatga gtcagctcgc 20 

<210> 13 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 13 

atcagagacc tgcgacaatg c 21 

<210> 14 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 
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<400> 14 

aagtcgtgct gcttcatgtg g 21 

<210> 15 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 

<400> 15 

gaaaaactta gggataaagt ccc 23 

<210> 16 
<2U> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Artificially 
Synthesized Primer Sequence 



<400> 16 
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gttatctccg ggatggtgc 19 

<210> 17 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 17 

gcgcggccgc cgtacggtgg caaccatgtc gtttactttg accaa 45 

<210> 18 
<211> 80 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 18 

gcgcggccgc gatgaacttt caccctaagt ttttcttact acggcgtacg ctattacttc 60 
tgacaccaga ccaactggta 80 
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<210> 19 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 19 

ccaccgacca cacccagcgg ccgcgacagc cacggcttcg g 41 

<210> 20 

<211> 41 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 20 

ccgaagccgt ggctgtcgcg gccgctgggt gtggtcggtg g 41 



<210> 21 
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<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 21 

gaaatttcac ctaagcggcc gcaatggcag atatctatag 40 

<210> 22 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 22 

ctatagatat ctgccattgc ggccgcttag gtgaaatttc 40 



<210> 23 
<211> 43 
<212> DNA 



WO 00/70055 



PCT/JP00/03194 



12/25 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 23 

gggataaagt cccttgcggc cgcttggttg caaaactctc ccc 43 

<210> 24 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 24 

ggggagagtt ttgcaaccaa gcggccgcaa gggactttat ccc 43 

<210> 25 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 25 

ggtcgcgcgg tactttagcg gccgcctcaa acaagcacag atcatgg 

<210> 26 
<211> 47 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 26 

ccatgatctg tgcttgtttg aggcggccgc taaagtaccg cgcgacc 



<210> 27 
<211> 44 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: artificially 
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synthesized sequence 
<400> 27 

cctgcccatc catgacctag cggccgcttc ccattcaccc tggg 44 

<210> 28 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 28 

cccagggtga atgggaagcg gccgctaggt catggatggg cagg 44 

<210> 29 

<2U> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 
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<400> 29 

gcggcgcgcc atgctgctgc tgctgctgct gctgggcctg 40 

<210> 30 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 30 

gcggcgcgcc cttatcatgt ctgctcgaag cggccggccg 40 

<210> 31 
<211> 74 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 31 

gcggccgcgt ttaaacggcg cgccatttaa atccgtagta agaaaaactt agggtgaaag 60 
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ttcatcgcgg ccgc 74 

<210> 32 

<211> 74 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 32 

gcggccgcga tgaactttca ccctaagttt ttcttactac ggatttaaat ggcgcgccgt 60 
ttaaacgcgg ccgc 74 

<210> 33 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 33 

acttgcggcc gccaaagttc agtaatgtcc atgttgttct acactctg 



48 
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<210> 34 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 34 

atccgcggcc gcgatgaact ttcaccctaa gtttttctta ctacggtcag cctcttcttg 60 
tagccttcct gc 72 

<210> 35 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 35 

ggagaagtct caacaccgtc cacccaagat aatcgatcag 



40 
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<210> 36 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 36 

ctgatcgatt atcttgggtg gacggtgttg agacttctcc 40 

<210> 37 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 37 

gtatatgtgt tcagttgagc ttgctgtcgg tctaaggc 38 

<210> 38 
<211> 38 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 38 

gccttagacc gacagcaagc tcaactgaac acatatac 38 

<210> 39 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 39 

caatgaactc tctagagagg ctggagtcac taaagagtta cctgg 45 

<210> 40 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 40 

ccaggtaact ctttagtgac tccagcctct ctagagagtt cattg 45 

<210> 41 
<211> 52 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 41 

gtgaaagttc atccaccgat cggctcactc gaggccacac ccaaccccac eg 52 

<210> 42 
<211> 52 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 42 

cggtggggtt gggtgtggcc tcgagtgagc cgatcggtgg atgaactttc ac 52 

<210> 43 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 43 

cttagggtga aagaaatttc agctagcacg gcgcaatggc agatatc 47 

<210> 44 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 
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<400> 44 

gatatctgcc attgcgccgt gctagctgaa atttctttca ccctaag 47 

<210> 45 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 45 

cttagggata aagtcccttg tgcgcgcttg gttgcaaaac tctcccc 47 

<210> 46 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 46 
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ggggagagtt ttgcaaccaa gcgcgcacaa gggactttat ccctaag 47 

<210> 47 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 47 

ggtcgcgcgg tactttagtc gacacctcaa acaagcacag atcatgg 47 

<210> 48 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 48 

ccatgatctg tgcttgtttg aggtgtcgac taaagtaccg cgcgacc 47 
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<210> 49 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 49 

cccagggtga atgggaaggg ccggccaggt catggatggg caggagtcc 49 

<210> 50 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 50 

ggactcctgc ccatccatga cctggccggc ccttcccatt caccctggg 49 

<210> 51 
<211> 72 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 

<400> 51 

ggccgcttaa ttaacggttt aaacgcgcgc caacagtgtt gataagaaaa acttagggtg 60 
aaagttcatc ac 72 

<210> 52 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: artificially 
synthesized sequence 



<400> 52 

ggccgtgatg aactttcacc ctaagttttt cttatcaaca ctgttggcgc gcgtttaaac 60 
cgttaattaa gc 72 
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DESCRIPTION 
PARAMYXOVIRUS -DERIVED RNP 

5 Technical Field 

The present invention relates to paramyxovirus-derived 
ribonucleoprotein complex and the utilization thereof. 

Background Art 

10 Paramyxovirus is a virus comprising negative-strand RNA as the 

genome. Negative-strand RNA viral vectors have several 
characteristics significantly different from retroviruses, DNA 
viruses or positive-strand RNA virus vectors . Genomes or antigenomes 
of negative-strand RNA viruses do not directly function as mRNA, so 

15 they cannot initiate the synthesis of viral proteins and genome 
replication. Both RNA genome and antigenome of these viruses always 
exist in the form of a ribonucleoprotein complex (RNP) , so they hardly 
cause problems caused by antisense strands, such as interfering with 
the assembly of genome to RNP due to mRNA hybridizing with naked genomic 

20 RNA, as in the case .of positive strand RNA viruses. These viruses 
comprise their own RNA polymerases, performing the transcription of 
viral mRNAs or replication of viral genomes using RNP complex as the 
template. Worthy of mentioning is that negative-strand RNA (nsRNA) 
viruses proliferate only in the cytoplasm of host cells, causing no 

25 integration thereof into chromosomes, because they do not go through 
a DNA phase. Furthermore, no homologous recombination among RNAs has 
been recognized. These properties are considered to contribute a 
great deal to the stability and safety of negative-strand RNA viruses 
as gene expressing vectors. 

30 Among negative-strand RNA viruses, present inventors have been 

focusing their attention on the Sendai virus (SeV) . Sendai virus is 
a non-segmented type negative-strand RNA virus belonging to the genus 
Paramyxovirus, and is a type of murine parainfluenza virus . This virus 
has been said to be non-pathogenic towards humans. In addition, an 

35 attenuated laboratory strain (Z strain) of Sendai virus has been 
isolated, which only induces mild pneumonia in rodents, the natural 
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hosts (J. General Virology (1997) 78, 3207-3215) . This strain has 
been widely used as a research model for molecular level studies of 
the transcription-replication mechanism of paramyxoviruses. Sendai 
virus attaches to the host cell membrane and cause membrane fusion 
5 via its two envelope glycoproteins, hemagglutinin-neuraminidase (HN) 
and fusion protein (F) , and efficiently releases its own RNA polymerase 
and RNA genome existing in the form of ribonucleoprotein complex (RNP) 
into the cytoplasm of host cells to carry out transcription of viral 
mRNA and genome replication therein (Bitzer, M. et. al., J. Virol. 
10 71(7) : 5481-5486, 1997) . 

Present inventors have hitherto developed a method for 
recovering infectious Sendai virus particles from cDNA corresponding 
to Sendai virus genome. In this method, for example, after infecting 
LLC-MK2 cells with vaccinia virus encoding T7 RNA polymerase, the 
15 cells are further transfected simultaneously with three plasmids 
encoding the antigenome of Sendai virus under the control of T7 
promoter, the nucleoprotein (NP) of Sendai virus and the RNA polymerase 
*proteins (P and L) , respectively, to form antigenomic 
ribonucleoprotein complexes (RNPs) as intermediates of viral genome 
20 replication in the cells, and then replicate biologically active 
(functional) genomic RNPs capable of initiating viral protein 
transcription and virus particle assembly. When recovering the 
wild-type Sendai virus, these functional genomic RNPs are injected 
into chorioallantoic sac of chicken eggs together with reconstituted 
25 cells to perform virion multiplication (Kato, A. et al., Genes cells 
1, 569-579 (1996) ) . 

However, Sendai virus has been known to incorporate host cell 
proteins thereto during virion formation (J. Biol. Chem. (1997) 272, 
16578-16584), and such incorporated proteins maybe possible causes 
30 of antigenicity and cytotoxicity when transferred to target cells. 

In this regard, in spite of the obvious need existing for the 
use of RNP as vectors without utilizing Sendai virus particles, there 
has been no report on such a utilization. 

35 Disclosure of the Invention 

An objective of the present invention is to isolate an RNP 
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deriving from a virus belonging to the family Paramyxoviridae, and 
to provide the utilization thereof as a vector. In a preferred 
embodiment, vectors comprising a complex of RNP with a cationic 
compound are provided. 
5 The present inventors have prepared RNPs from Sendai virus 

belonging to the family Paramyxoviridae and investigated their use 
as a vector. 

Specifically, first, the present inventors prepared a. Sendai 
virus genomic cDNA deficient in the gene for the F protein, which 

10 is one of the envelope proteins of the virus, so as not to produce 
wild-type Sendai viruses in target cells, and further constructed 
a vector to express the cDNA in cells (GFP gene is inserted into the 
vector as a reporter at the F gene-deficient site) . The vector thus 
prepared was transferred to cells expressing proteins required for 

15 RNP formation to produce an RNP comprising an F gene-deficient genome. 
Then, the RNP was removed from the cells by repeating cycles of freezing 
and thawing of the cells, mixed with a cationic lipofection reagent, 
and transferred to F gene-expressing cells. As a result, the 
expression of GFP as a reporter was detected in the cells to which 

20 RNP was transfected. 

Namely, present inventors succeeded not only in preparing 
functional RNP from Sendai virus, but also found a possibility to 
express a foreign gene comprised in RNP, even when this RNP is 
transferred to target cells utilizing, for example, a gene transfer 

25 reagent such as a cationic liposome, in stead of just infecting the 
RNP to cells as a constituting element of Sendai virus, and thus 
accomplished this invention. 

Namely, this invention relates to paramyxovirus-derived RNP and 
the utilization thereof as a vector, more specifically to: 

30 (1) a complex comprising (a) a negative-strand single-stranded RNA 
derived from a paramyxovirus, wherein said RNA is modified so as not 
express at least one of the envelope proteins of Paramyxoviridae 
viruses, and. (b) a protein encoded by and binding to said 
negative-strand single-stranded RNA; 

35 (2) a complex according to (1), wherein said negative-strand 
single-stranded RNA is modified so as to express NP, P and L proteins, 
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but not F, HN or M proteins, or any combination thereof; 

(3) a complex according to (1) or (2) , wherein said negative-strand 
single-stranded RNA derives from the Sendai virus; 

(4) a complex according to any of (1) through (3), wherein said 
5 negative-strand single-stranded RNA further encodes a foreign gene; 

(5) a composition for gene transfer, comprising a complex according 
to (4) and a cationic lipid; 

(6) a composition for gene transfer, comprising a complex according 
to (4) and a cationic polymer; and, 

10 (7) a method for expressing a foreign gene in a cell, comprising the 
step of introducing the composition for gene transfer according to 
(5) or (6) into a cell . 

"NP, P, M, F, HN and L genes" of viruses belonging to the family 
Paramyxoviridae refer to genes encoding nucleocapsid, phospho, matrix, 
15 fusion, hemagglutinin-neuraminidase and large proteins, respectively. 
Respective genes of viruses belonging to subfamilies of the family 
Paramyxoviridae are represented in general as follows. NP gene is 
generally described also as the "N gene". 

Genus N P/C/V M F HN - L 

Respirovirus 

Genus N P/V M F HN (SH) L 

Rubullavirus 

Genus N P/C/V M F H - L 

Morbi Hi virus 

Database accession numbers for nucleotide sequences of genes 
20 of the Sendai virus classified into Respirovirus of the family 
Paramyxoviridae are, M29343, M30202, M30203, M30204, M51331, M55565, 
M6904 6 and X17218 for NP gene, M30202, M30203, M302 04, M55565, M6904 6, 
X00583, X17007 and X17008 for P gene, D11446, K02742, M30202, M30203, 
M30204, M69046, U31956, X00584 and X53056 for M gene, D00152, D11446, 
25 D17334, D17335, M30202, M30203, M30204, M69046, X00152 and X02131 
for F gene, D26475, M12397, M30202, M30203, M30204, M69046, X00586, 
X02808 and X56131 for HN gene, and D00053, M30202, M30203, M30204, 
M69040, X00587 and X58886 for L gene. 

The present invention relates to a ribonucleoprotein complex 

c 

30 (RNP) derived from viruses belonging to the family Paramyxoviridae 



5 



deficient in any of the envelope genes. The complex is modified so 
as not to produce the virus having the envelope protein in target 
cells in the absence of the envelope protein. That is, RNP according 
to this invention comprises (a) a negative-strand single-stranded 
5 RNA originating in paramyxovirus modified so as not to express at 
least one of envelope proteins of Paramyxoviridae viruses (b) a protein 
encoded by and binding to said negative-strand single-stranded RNA. 

Proteins capable of binding to a negative-strand 

10 single-stranded RNA refer to proteins binding directly and/or 
indirectly to the negative-strand single-stranded RNA to form an RNP 
complex with the negative-strand single-stranded RNA. In general, 
negative-strand single-stranded RNA (genomic RNA) of paramyxovirus 
is bound to NP, P and L proteins. RNA contained in this RNP serves 

15 as the template for transcription and replication of RNA (Lamb, R. 
A., and D. Kolakofsky, 1996, Paramyxoviridae : The viruses and their 
replication, pp. 1177-1204. In Fields Virology, 3 rd edn. Fields, B. 
N. , D. M. Knipe, and P.M. Howley et al . (ed. ) , Raven Press, New York, 
N. Y.). Complexes of this invention include those comprising 

20 negative-strand single-stranded RNAs originating in paramyxovirus 
and proteins also originating in paramyxovirus which bind to the RNAs. 
Complexes of this invention are RNP complexes comprising, for example, 
negative-strand single-stranded RNA to which these proteins (NP, P 
and L proteins) are bound. In general, RNP complexes of paramyxovirus 

25 are capable of autonomously self -replicating in host cells. Thus, 
RNPs transferred to cells intracellularly proliferate to increase 
the copy number of the gene (RNA contained in RNP complex) , thereby 
leading to a high level expression of a foreign gene from RNP carrying 
the foreign gene. Vectors of this invention are preferably those 

30 capable of replicating RNA comprised in complexes (RNP) in transf ected 
cells . 

The origin of RNP complexes of this invention is not limited 
as long as it is a virus of family Paramyxoviridae, but Sendai virus 
belonging to the genus Paramyxovirus is especially preferred. 
35 Besides Sendai virus, RNPs of this invention may derive from the 
measles virus, simian parainfluenza virus (SV5) and human 
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parainfluenza virus type 3, but the origin is not limited thereto. 

Negative-strand single-stranded RNAs contained in RNPs of this 
invention are constructed so as to suppress the expression of at least 
one of the envelope proteins of Paramyxoviridae viruses. Examples 
5 of envelope proteins the expressions of which are suppressed are, 
F protein, HN protein, or M protein, or any combination thereof, 
negative-strand single-stranded RNAs are constructed so as to 
express NP, P and L proteins that are required for the formation of 
RNPs. negative-strand single-stranded RNAs contained in RNPs of 

10 this invention may be modified, for example, so as to express NP, 
P and L proteins, but not F and/or HN proteins. 

In the case of Sendai virus (SeV) , the genome of the natural 
virus is approximately 15,000 nucleotides in size, and the 
negative-strand comprises six genes encoding NP (nucleocapsid) , P 

15 (phospho) , M (matrix), F (fusion), HN (hemagglutinin- neuraminidase) 
and L (large) proteins lined in a row following the 3' -short leader 
region, and a short 5'-trailer region on the other end. In this 
invention, this genome can be modified so as not to express envelope 
proteins by designing a genome deficient in any of F, HN and M genes, 

20 or any combination thereof. Deficiency in either F gene or HN gene, 
or both is preferred. Since these proteins are unnecessary for the 
formation of RNP, RNPs of this invention can be manufactured by 
transcribing this genomic RNA (either positive or negative-strand ) 
in the presence of NP, P and L proteins . RNP formation can be performed, 

25 for example, in LLC-MK2 cells, or the like. NP, P and L proteins can 
be supplied by introducing to cells expression vectors carrying the 
respective genes for these proteins (cf. examples). Each gene may 
be also incorporated into chromosomes of host cells . NP, P and L genes 
to be expressed for the formation of RNP need not be completely 

30 identical to those genes encoded in the genome contained in RNP. That 
is, amino acid sequences of proteins encoded by these genes may not 
be identical to those of proteins encoded by RNP genome, as long as 
they can bind to the genomic RNA and are capable of replicating RNP 
in cells, and may have mutations or may be replaced with a homologous 

35 gene from other viruses. Once an RNP is formed, NP, P and L genes 
are expressed from this RNP to autonomously replicate RNP in the cells . 
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To reconstitute and amplify an RNP in cells, the RNP is either 
transferred to cells (helper cells) expressing envelope proteins 
whose expression is suppressed by modifying negative-strand 
single-stranded RNA contained in the RNP, or the RNP can be 
5 reconstituted in these cells. For example, to amplify RNP from 
negative-strand single-stranded RNA which has been modified so as 
not to express F gene, F protein is arranged to be expressed together 
with NP, P and L proteins in the cells. Thus, a viral vector retaining 
envelope proteins is constructed, and amplified via its infection 

10 to helper cells. 

In addition, it is also possible to use envelope proteins 
different from that whose expression was suppressed by modifying 
negative-strand single-stranded RNA. There is no particular 
limitation on the type of such envelope proteins . One example of other 

15 viral envelope proteins is the G protein (VSV-G) of vesicular, 
stomatitis virus (VSV) . RNP complexes of this invention can be 
amplified, for example, using cells expressing the G protein (VSV-G) 
of VSV. 

Complexes of this invention can be usually prepared by (a) 

20 introducing a vector DNA encoding paramyxovirus-derived 
negative-strand single-stranded RNA that has been modified so as not 
to express at least one of the viral envelope proteins of 
Paramyxoviridae viruses, or a complementary strand of said RNA, into 
cells (helper cells) expressing envelope proteins to express the RNAs, 

25 and (b) culturing the cells to recover RNP complexes from the culture 
supernatant or cell extracts. By coexpressing NP, L and P proteins 
at the time of vector DNA expression, RNPs are formed and a virus 
having envelope proteins is constructed. 

Vector DNA to be expressed in helper cells encodes 

30 negative-strand single-stranded RNA (negative-strand ) or 
complementary strand thereof (positive strand) contained in complexes 
of this invention. Although the strand to be transcribed inside cells 
may be either positive or negative-strand , it is preferable to arrange 
so as to transcribe the positive strand for the improvement of complex 

35 reconstitution efficiency. For example, DNA encoding 

negative-strand single-stranded RNA or complementary strand thereof 
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is linked downstream of T7 promoter to be transcribed to RNA by T7 
RNA polymerase. 

For example, a virus comprising RNP complex can be reconstituted 
by transfecting a plasmid expressing a recombinant Sendai virus genome 
5 deficient in envelope genes into host cells, together with a vector 
expressing the deficient envelope protein and NP, P/C and L protein 
expression vectors. Alternatively, RNP complex can be manufactured 
using, for example, host cells incorporated with F gene into 
chromosomes thereof. Amino acid sequences of these protein groups 

10 supplied from outside the viral genome need not be identical to those 
deriving from the virus. As long as these proteins are equally active 
to or more active than natural type proteins in transferring nucleic 
acids into cells, genes encoding these proteins may be modified by 
introducing a mutation or replacing with homologous genes from other 

15 viruses. Since, in general, it has been known that long-term culture 
of host cells is sometimes difficult because of cytotoxicity and cell 
shape-altering activity of envelope proteins, they may be arranged 
to be expressed only when the vector is reconstituted under the control 
of an inducible promoter (cf . examples) . 

20 Once RNP or virus comprising RNP is formed, complexes of this 

invention can be amplified by introducing this RNP or virus again 
into the aforementioned helper cells and culturing them. This process 
comprises the steps of (a) introducing either the complex of this 
invention or viral vector comprising the complex to cells expressing 

25 envelope proteins, and (b) culturing the cells and recovering virus 
particles from the culture supernatant or cell extracts. 

RNP may be introduced to cells as a complex formed together with, 
for example, lipof ectamine and polycationic liposome. Specifically, 
a variety of transfection reagents can be utilized. Examples thereof 

30 are DOTMA (Boehringer) , Superfect (QIAGEN #301305), DOTAP, DOPE, 
DOSPER (Boehringer #1811169), etc. Chloroquine may be added to 
prevent RNP from decomposition in endosomes (Calos, M. P., 1983, Proc. 
Natl. Acad. Sci. USA 80: 3015). 

Once a viral vector is thus constructed in host cells, complexes 

35 of this invention or viral vector comprising the complexes can be 
further amplified by coculturing these cells with cells expressing 
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envelope proteins. As described in Example 12, a preferable example 
is the method of overlaying cells expressing envelope proteins on 
virus producing cells. 

Complexes of this invention, for example, may comprise a viral 
5 gene encoded in RNA in the complex that has been modified to reduce 
the antigenicity or enhance the RNA transcription and replication 
efficiency . 

Complexes of this invention may include RNA encoding a foreign 
gene in their negative-strand single-stranded RNA. Any gene desired 

10 to be expressed in target cells may be used as the foreign gene. For 
example, when gene therapy is intended, a gene for treating an 
objective disease is inserted into the vector DNA encoding RNA 
contained in complexes. In the case where a foreign gene is inserted 
into the vector DNA, for example, Sendai virus vector DNA, it is 

15 preferable, to insert a sequence comprising a nucleotide number of 
a multiple of six between the transcription termination sequence (E) 
and transcription initiation sequence (S) , etc. (Journal of Virology, 
Vol. 67, No. 8, 1993, p. 4822-4830) . The foreign gene may be inserted 
before or after each of the viral genes (NP, P, M, F, HN and L genes) 

20 (cf . examples) . E-I-S sequence (transcription initiation 

sequence -intervening sequence-transcription termination sequence ) 
or portion thereof is appropriately inserted before or after a foreign 
gene so as not to interfere with the expression of genes before or 
after the foreign gene. Expression level of the inserted foreign gene 

25 can be regulated by the type of transcription initiation sequence 
added upstream of the foreign gene, as well as the site of gene insertion 
and nucleotide sequences before and after the gene. For example, in 
Sendai virus, the nearer the insertion site is to the 3' -end of 
negative-strand RNA (in the gene arrangement on the wild type viral 

30 genome, the nearer to NP gene), the higher the expression level of 
the inserted gene is. To secure a high expression level of a foreign 
gene, it is preferable to insert the foreign gene upstream of NP gene 
(the 3' -side in negative-strand ) or between NP and P genes. 
Conversely, the nearer the insertion position is to the 5' -end of 

35 negative-strand RNA (in the gene arrangement on the wild type viral 
genome, the nearer to L gene) , the lower the expression level of the 
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inserted gene is. To suppress the expression of a foreign gene to 
a low level, the foreign gene is inserted, for example, to the far 
most 5' -side of the negative-strand , that is, downstream of L gene 
in the wild type viral genome (the 5' -side adjacent to L gene in 
5 negative-strand ) or upstream of L gene (the 3' -side adjacent to L 
gene in negative-strand ) . To facilitate the insertion of a foreign 
gene, a cloning site may be designed at the inserting position- 
Cloning site. can be arranged to be, for example, the recognition 
seguence for restriction enzymes. Foreign gene fragments can be 

10 inserted into the restriction enzyme site in the vector DNA encoding 
the genome. Cloning site may be arranged to be a so-called 
multi-cloning site comprising a plurality of restriction enzyme 
recognition sequences. RNA genome in complexes of this invention may 
harbor at the insertion sites foreign genes other than those described 

15 above. 

Viral vectors comprising RNP complex derived from recombinant 
Sendai virus carrying a foreign gene can be constructed as follows 
according to, for example, the description in "Kato, A. et al., 1997, 
EMBO J. 16: 578-587" and "Yu, D. et al., 1997, Genes Cells 2: 457-4 66" . 

20 First, a DNA sample comprising the cDNA nucleotide sequence of 

a desired foreign gene is prepared. It is preferable that the DNA 
sample can be electrophoretically identified as a single plasmid at 
concentrations of 25 ng/jal or more. Below, a case where a foreign 
gene is inserted to DNA encoding viral genome utilizing NotI site 

25 will be described as an example. When NotI recognition site is 
included in the objective cDNA nucleotide sequence, it is preferable 
to delete the NotI site beforehand by modifying the nucleotide sequence 
using site-specific mutagenesis and such method so as not to alter 
the amino acid sequence encoded by the cDNA. From this DNA sample, 

30 the desired gene fragment is amplified and recovered by PCR. To have 
NotI sites on the both ends of amplified DNA fragment and further 
add a copy of transcription termination sequence (E) , intervening 
sequence (I) and transcription initiation sequence (S) (EIS sequence) 
of Sendai virus to one end, a forward side synthetic DNA sequence 

35 and reverse side synthetic DNA sequence (antisense strand) are 
prepared as a pair of primers containing NotI restriction enzyme 



11 



cleavage site sequence, transcription termination sequence (E) , 
intervening sequence (I), transcription initiation sequence (S) and 
a partial sequence of the objective gene. 

For example, to secure cleavage by NotI, the forward side 
5 synthetic DNA sequence is arranged in a form in which any two or more 
nucleotides (preferably 4 nucleotides excluding GCG and GCC, 
sequences originating in NotI recognition site, more preferably ACTT) 
are selected on the 5' -side of the synthetic DNA, NotI recognition 
site "gcggccgc" is added to its 3' -side, and to the 3' -side thereof, 

10 any desired 9 nucleotides or nucleotides of 9 plus a multiple of 6 
nucleotides are added as the spacer sequence, and to the 3' -side 
thereof, about 25 nucleotide-equivalent ORF including the initiation 
codon ATG of the desired cDNA is added. It is preferable to select 
about 25 nucleotides from the desired cDNA as the forward side 

15 synthetic DNA sequence so as to have G or C as the final nucleotide 
on its 3' -end. 

In the reverse side synthetic DNA sequence, any two or more 
nucleotides (preferably 4 nucleotides excluding GCG and GCC, 
sequences originating in the NotI recognition site, more preferably 

20 ACTT) are selected from the 5' -side of the synthetic DNA, NotI 
recognition site "gcggccgc" is added to its 3' -side, and to its further 
3' -side, an oligo DNA is added as the insertion fragment to adjust 
the length. This oligo DNA is designed so that the total nucleotide 
number including the NotI recognition site u gcggccgc", complementary 

25 sequence of cDNA and EIS nucleotide sequence of Sendai virus genome 
originating in the virus described below becomes a multiple of six 
(so-called "rule of six"; Kolakofski, D. et al . , J. Virol. 72: 891-899, 
1998). Further to the 3' -side of inserted fragment, a sequence 
complementary to S sequence of Sendai virus, preferably 

30 5' -CTTTCACCCT-3' , I sequence, preferably 5'-AAG-3', and a sequence 
complementary to E sequence, preferably 5' -TTTTTCTTACTACGG-3' , is 
added, and further to the 3' -side thereof, about 25 
nucleotide-equivalent complementary sequence counted in the reverse 
direction from the termination codon of the desired cDNA sequence 

35 the length of which is adjusted to have G or C as the final nucleotide, 
is selected and added as the 3' -end of the reverse side synthetic 
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DNA. 

PCR can be done according to the usual method with, for example, 
ExTaq polymerase (Takara Shuzo) . Preferably, PCR is performed using 
Vent polymerase (NEB) , and desired fragments thus amplified are 
digested with NotI, then inserted to NotI site of the plasmid vector 
pBluescript. Nucleotide sequences of PCR products thus obtained are 
confirmed with a sequencer to select a plasmid having the right 
sequence. The inserted fragment is excised from the plasmid using 
NotI, and cloned to the NotI site of the plasmid carrying the genomic 
cDNA deficient in envelope genes. Alternatively, it is also possible 
to obtain the recombinant Sendai virus cDNA by directly inserting 
the fragment to the NotI site without the mediation of the plasmid 
vector pBluescript. 

It is also possible to transcribe a vector DNA encoding the virus 
genome in test tubes or cells, reconstitute RNP with viral L, P and 
NP proteins, and produce the virus vector comprising this RNP. 
Reconstitution of virus from the vector DNA can be carried out 
according to methods known in the art using cells expressing envelope 
proteins (W097/16539 and 97/16538: Durbin, A. P. et al. , 1997, Virology 
235: 323-332; Whelan, S. P. et al., 1995, Proc. Natl. Acad. Sci. USA 
92: 8388-8392; Schnell, M. J. et al., 1994, EMBO J. 13: 4195-4203; 
Radecke, F. et al., 1995, EMBO J. 14: 5773-5784; Lawson, N. D. et 
al., Proc. Natl. Acad. Sci. USA 92: 4477-4481; Garcin, D. et al., 
1995, EMBO J. 14: 6087-6094; Kato, A. et al., 1996, Genes Cells 1: 
569-579; Baron, M. D. and Barrett, T., 1997, J. Virol. 71: 1265-1271; 
Bridgen, A. and Elliott, R. M. , 1996, Proc. Natl. Acad. Sci. USA 93: 
154 00-15404) . When a viral vector DNA is made deficient in F, HN and/or 
M genes, infectious virus particles are not formed with such a 
defective vector. However, it is possible to form infectious virus 
particles and amplify the virus comprising the complex by separately 
transferring these deficient genes, genes encoding other viral 
envelope proteins and such to host cells and expressing them therein. 

Methods for transferring vector DNA into cells include the 
following: 1) the method of preparing DNA precipitates that can be 
be taken up by objective cells; 2) the method of preparing a DNA 
comprising complex which is suitable for being taken up by objective 
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cells and which is also not very cytotoxic and has a positive charge, 
and 3) the method of instantaneously boring on the objective cellular 
membrane pores wide enough to allow DNA molecules to pass through 
by electric pulse. 
5 In Method 2) , a variety of transfection reagents can be utilized, 

examples being DOTMA (Boehringer) , Superfect (QIAGEN #301305) , DOTAP, 
DOPE, DOSPER (Boehringer #1811169), etc. An example of Method 1) is 
a transfection method using calcium phosphate, in which DNA that 
entered cells are incorporated into phagosomes, and a sufficient 

10 amount is incorporated into the nuclei as well (Graham, F. L. and Van 
Der Eb, J., 1973, Virology 52: 456; Wigler, M. and Silverstein, S., 
1977, Cell 11: 223). Chen and Okayama have investigated the 
optimization of the transfer technique, reporting that optimal DNA 
precipitates can be obtained under the conditions where 1) cells are 

15 incubated with DNA in an atmosphere of 2 to 4% C0 2 at 35°C for 15 to 
24 h, 2) cyclic DNA with a higher precipitate-forming activity than 
when linear DNA is used, and 3) DNA concentration in the precipitate 
mixture is 20 to 30 |ig/ml (Chen, C. and Okayama, H., 1987, Mol . Cell. 
Biol. 7: 2745) . Method 2) is suitable for a transient transfection. 

20 An old method is known in the art in which a DEAE-dextran (Sigma #D-9885, 
M.W. 5 x 10 5 ) mixture is prepared in a desired DNA concentration ratio 
to perform the transfection. Since most of the complexes are 
decomposed inside endosomes, chloroquine may be added to enhance 
transfection effects (Calos, M. P., 1983, Proc. Natl. Acad. Sci. USA 

25 80: 3015) . Method 3) is referred to as electroporation, and is more 
versatile compared to methods 1) and 2) because it doesn't have cell 
selectivity. Method 3) is said to be efficient under optimal 
conditions for pulse electric current duration, pulse shape, electric 
field potency (gap between electrodes, voltage), conductivity of 

30 buffers, DNA concentration, and cell density. 

Among the above-described three categories, transfection 
reagents (method 2) ) are suitable in this invention, because method 
2) is easily operable, and facilitates the examining of many test 
samples using a large amount of cells. Preferably, Superfect 

35 Transfection Reagent (QIAGEN, Cat. No. 301305) or DOSPER Liposomal 
Transfection Reagent (Boehringer Mannheim, Cat. No. 1811169) is used. 
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Specifically, the reconstitution of the viral vector from cDNA 
can be performed as follows. 

Simian kidney-derived LLC-MK2 cells are cultured in 24-well to 
6-well plastic culture plates or 100 mm diameter culture dish using 
5 a minimum essential medium (MEM) containing 10% fetal calf serum (FCS) 

and antibiotics (100 units/ml penicillin G and 100 |ug/ml streptomycin) 
to 70 to 80% confluency, and infected, for example, with recombinant 
vaccinia virus vTF7-3 expressing T7 polymerase at 2 PFU/cell. This 
virus has been inactivated by a UV irradiation treatment for 20 min 

10 in the presence of 1 (ig/ml psoralen (Fuerst, T. R. et al., Proc. Natl. 
Acad. Sci. USA 83: 8122-8126, 1986; Kato, A. et al., Genes Cells 1: 
569-579, 1996) . Amount of psoralen added and UV irradiation time can 
be appropriately adjusted. One hour after the infection, the cells 

are transfected with 2 to 60 \ig, more preferably 3 to 5 jig, of the 
15 above-described recombinant Sendai virus cDNA by the lipofection 
method and such using plasmids (24 to 0.5 [ig of pGEM-N, 12 to 0.25 
fig of pGEM-P and 2 4 to 0.5 jig of pGEM-L, more preferably 1 jag of pGEM-N, 
0.5 jig of pGEM-P and 1 \iq of pGEM-L) (Kato, A. et al., Genes Cells 
1: 569-579, 1996) expressing trans-acting viral proteins required 
20 for the production of full-length Sendai viral genome together with 
Superfect (QIAGEN) . The transfected cells are cultured in a 
serum-free MEM containing 100 (ig/ml each of rifampicin (Sigma) and 
cytosine arabinoside (AraC) if desired, more preferably only 

containing 40 fxg/ml of cytosine arabinoside (AraC) (Sigma) , and 
25 concentrations of reagents are set at optima so as to minimize 
cytotoxicity due to the vaccinia virus and maximize the recovery rate 
of the virus (Kato, A. et al., 1996, Genes Cells 1, 569-579). After 
culturing for about 48 to 72 h following the transf ection, the cells 
are recovered, disrupted by repeating three cycles of freezing and 
30 thawing, transfected to LLC-MK2 cells expressing envelope proteins, 
and cultured. After culturing the cells for 3 to 7 days, the culture 
solution is collected. Alternatively, infectious virus vectors can 
be obtained more efficiently by transfecting LLC-MK2 cells already 
expressing envelope proteins with plasmids expressing NP, L and P 
35 proteins, or transfecting together with an envelope-expressing 
plasmid. Viral vectors can be amplified by culturing these cells 
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overlaid on LLC-MK2 cells expressing envelope proteins (cf . examples) . 
Virus titer . contained in the culture supernatant can be determined 
by measuring the hemagglutination activity (HA) , which can be assayed 
by u endo-point dilution method" (Kato, A. et al . , 1996, Genes Cells 
5 1, 569-579). Virus stock thus obtained can be stored at -80°C. 

The type of host cells used for virus reconstitution is not 
particularly limited, so long as RNP complex or viral vector can be 
reconstituted therein. For example, in the reconstitution of Sendai 
virus vector or RNP complex, culture cells such as simian 

10 kidney-derived CV-I cells and LLC-MK2 cells, hamster kidney-derived 
BHK cells, and so on can be used. Infectious virus particles having 
the envelope can be also obtained by expressing appropriate envelope 
proteins in these cells. To obtain Sendai virus vector in a large 
quantity, the virus can be amplified, for example, by inoculating 

15 RNP or virus vector obtained from the above-described host cells into 
embryonated chicken eggs together with vectors expressing envelope 
genes . Alternatively, viral vectors can be produced using transgenic 
chicken eggs incorporated with envelope protein genes. Methods for 
manufacturing viral fluid using chicken eggs have been already 

20 developed (Nakanishi, etal. (eds.), 1993, "Shinkei-kagaku Kenkyu-no 
Sentan-gi jutu Protocol III (High Technology Protocol III of 
Neuroscience Research) , Molecular Neurocyte Physiology, Koseisha, 
Osaka, pp. 153-172) . Specifically, for example, fertilized eggs are 
placed in an incubator and incubated for 9 to 12 days at 37 to 38 °C 

25 to grow embryos. Sendai virus vector or RNP complex is inoculated 
together with vectors expressing envelope proteins into 
chorioallantoic cavity of eggs, and cultured for several days to 
proliferate the virus. Conditions such as culture duration may be 
varied depending on the type of recombinant Sendai virus used. 

30 Subsequently, chorioallantoic fluid comprising the virus is recovered. 
Separation and purification of Sendai virus vector can be performed 
according to the standard methods (Tashiro, M., "Virus Experiment 
Protocols", Nagai and Ishihama (eds.), Medicalview, pp. 68-73 
(1995) ) . 

35 As a vector to express envelope proteins, complexes of this 

invention or viral vectors themselves comprising complexes of this 



invention may be used. For example , when two types of RNP complexes 
in which the envelope gene deficient from the viral genome is different 
are transferred to the same cell, the envelope protein deficient in 
one RNP complex is supplied by the expression of the other complex 
to complement each other, thereby leading to the formation of 
infectious virus particles and activation of replication cycle to 
amplify the virus. That is, when two or more types of RNP complexes 
of this invention or viral vectors comprising these complexes are 
inoculated to cells in combinations so as to complement each other's 
envelope proteins, mixtures of viral vectors deficient in respective 
envelope proteins can be produced on a large scale and at a low cost. 
Mixed viruses thus produced are useful for the production of vaccines 
and such. Due to the deficiency of envelope genes, these viruses have 
a smaller genome size compared to the complete virus, so they can 
harbor a long foreign gene. Also, since these originally 
non-infectious viruses are extracellularly diluted, and its difficult 
to retain their coinfection, they become sterile, which is 
advantageous in managing their release to the environment. 

Preparation of RNP of this invention from a virus can be carried 
out, for example, using the ultracentrif ugation method as follows. 
Triton X-100 is added to a filtration fluid comprising virus particles 
to make the final concentration 0.5%, and the mixture is allowed to 
stand at room temperature for 10 to 15 min. The supernatant thus 
obtained is layered on a 10 to 40% sucrose density gradient, and 
centrifuged at 20, 000 to 30, 000 rpm for 30 min to recover 
RNP-comprising fractions . 

Alternatively, the virus is dissolved in a mixture containing 
0.6% NP40, 1% sodium deoxycholate, 1 M KC1, 10 mM p-mercaptoethanol, 
10 mM Tris-HCl (pH 7.4) and 5 mM EDTA (final concentrations) , allowed 
to stand at 20°C for 20 min, and then centrifuged at 11, 000 x g for 
20 min. Supernatant comprising RNP is layered on 50% glycerol 
comprising 0.2% NP40, 30 mM NaCl, 10 mM Tris-HCl and 1 mM EDTA, and 
centrifuged at 39,000 rpm for 2 h at 4°C to recover precipitates. 
RNP complex contained in the precipitates can be purified by dispersing 
the precipitates again in a solution containing 0.5% Triton X-100, 
layering the dispersion on a 10 to 40% sucrose density gradient, and 
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centrifuging it at 20, 000 to 30, 000 rpm for 30 min to recover a single 

band containing a highly purified RNP. 

Complexes of this invention can be appropriately diluted, for 

example, with physiological saline and phosphate-buffered 
5 physiological saline (PBS) to prepare a composition. When complexes 

of this invention are proliferated in chicken eggs and such, the 

composition can include chorioallantoic fluid. Compositions 

comprising complexes of this invention may contain physiologically 

acceptable media such as deionized water, 5% dextrose aqueous solution, 
10 and so on, and, furthermore, other stabilizers and antibiotics may 

also be contained. 

Once RNP-comprising RNA inserted with a foreign gene is prepared, 

it can be transferred to target cells using gene transfer reagents. 

As gene transfer reagents, cationic lipids or cationic polymers are 
15 preferred. 

Cationic lipids include compounds represented by Formula (I) 
in Published Japanese Translation of International Publication No. 
Hei 5-508626. Preferably, cationic lipids are synthetic lipidic 
compounds. Cationic lipids maybe also diether or diester compounds, 
20 preferably aliphatic ethers. Specific examples are the following 
compounds : 

DOGS (Transfectam™) or DOTMA (Lipof ectin™) (diether compound), 
DOTAP (diester compound) , 
DOPE (dioleoylphosphatidylethanolamine) , 
25 DOPC (dioleoylphosphatidylcholine) , 

DPRI Rosenthal inhibitor (RI) (dipalmitoyl derivative of DL-2,3- 

distearoyloxypropyl (dimethyl) p-hydroxyethylammonium bromide 
(Sigma) , and 

DORI (dipleyl derivative of the above compound) . 
30 Cationic polymers are cationic high molecular compounds, 

preferably synthetic molecules. Specific examples are polylysine, 

aliphatic polyamines, polyethyleneimine, etc. 

Complexes of this invention can be mixed with the 

above-described cationic lipids or cationic polymers to prepare 
35 compositions for gene transfer. This composition for gene transfer 

can be appropriately combined with a medium such as physiological 
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saline, and solutes such as salts, stabilizers, etc. By adding the 
composition for gene transfer of this invention to cells, the complex 
of this invention can be transferred into the cells to express the 
gene from RNA contained in the complex. 
5 Gene therapy is enabled when a therapeutic gene is used as the 

foreign gene. In the application of complexes of this invention to 
gene therapy, it is possible to express a foreign gene with which 
treatment effects are expected or an endogenous gene the supply of 
which is insufficient in the patient's body, by either direct or 
10 indirect (ex vivo) administration of the complex. There is no 
particular limitation on the type of foreign gene, and in addition 
to nucleic acids encoding proteins, they may be nucleic acids encoding 
no proteins, such as an antisense or ribozyme . In addition, when genes 
encoding antigens of bacteria or viruses involved in infectious 

15 diseases are used as foreign genes, immunity can be induced in animals 
by administering these genes to the animals. That is, these genes 
can be used as vaccines. 

When using as vaccines, they may be applicable for , for example, 
cancers, infectious diseases and other general disorders. For 

20 example, as a cancer treatment, it is possible to express genes with 
therapeutic effects on tumor cells or antigen presenting cells (APC) 
such as DC cells. Examples of such genes are those encoding the tumor 
antigen Muc-1 or Muc-1 like mutin tandem repeat peptide (US Patent 
No. 5,744,144), melanoma gplOO antigen, etc. Such treatments with 

25 genes have been widely applied to cancers in the mammary gland, colon, 
pancreas, prostate, lung, etc. Combination with cytokines to enhance 
adjuvant effects is also effective in gene therapy. Examples of such 
genes are i) single-chain IL-12 in combination with IL-2 (Proc. Natl. 
Acad. Sci. USA 96 (15): 8591-8596, ii) interferon-y in combination 

30 with IL-2 (US Patent No. 5, 798, 100), iii) granulocyte 
colony-stimulating factor (GM-CSF) used alone, and iv) GM-CSF aiming 
at the treatment of brain tumor in combination with IL-4 (J. 
Neurosurgery, 90 (6), 1115-1124 (1999)), etc. 

Examples of genes used for the treatment of infectious diseases 

35 are those encoding the envelope protein of the virulent strain H5N1 
type of influenza virus, the envelope chimera protein of Japanese 
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encephalitis virus (Vaccine, vol. 17, No. 15-16, 1869-1882 (1999)), 
the HIV gag or SIV gag protein of AIDS virus (J. Immunology (2000), 
vol. 164, 4968-4978), the HIV envelope protein, which is incorporated 
as a oral vaccine encapsulated in polylactate- glycol copolymer 
microparticles for administration (Kaneko, H. et al., Virology 267, 
8-16 (2000)), the B subunit (CTB) of cholera toxin (Arakawa, T. et 
al., Nature Biotechnology (1998) 16 (10): 934-8; Arakawa, T. et al . , 
Nature Biotechnology (1998) 16 (3): 292-297), the glycoprotein of 
rabies virus (Lodmell, D. L. et al., 1998, Nature Medicine 4 (8): 
949-52) , and the capsid protein LI of human papilloma virus 6 causing 
cervical cancer (J. Med. Virol., 60, 200-204 (2000). 

Gene therapy may also be applied to general disorders. For 
example, in the case of diabetes, the expression of insulin peptide 
fragment by inoculation of plasmid DNA encoding the peptide has been 
performed in type I diabetes model animals (Coon, B. et al., J. Clin. 
Invest., 1999, 104 (2): 189-94). 

Brief Description of the Drawings 

Figure 1 is a photograph showing an analytical result of the 
20 expression of F protein via a Cre-loxP-inducible expression system 
by Western blotting. It shows the result of detecting proteins on 
a transfer membrane cross-reacting to the anti-SeV-F antibody by 
chemiluminescence method . 

Figure 2 indicates a diagram showing an analytical result of 
25 cell-surface display of F protein the expression of which was induced 
by the Cre-loxP system. It shows results of flow cytometry analysis 
for LLC-MK2/F7 with the anti-SeV-F antibody. 

Figure 3 indicates a photograph showing the result confirming 
cleavage of the expressed F protein by trypsin using Western blotting. 
30 Figure 4 indicates photographs showing the result confirming 

cell-surface expression of HN in an experiment of cell-surface 
adsorption onto erythrocytes. 

Figure 5 indicates photographs showing the result obtained by 
an attempt to harvest the deficient viruses by using cells expressing 
35 the deficient protein. It was revealed that the expression of F 
protein by the helper cell line was stopped rapidly by the vaccinia 
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viruses used in the reconstitution of F-deficient SeV. 

1. LLC-MK2 and CV-1 represent cell lysates from the respective cell 
types alone. 

2. LLC-MK2/F-i-ad and CV-l/F+ad represent cell lysates from the 
5 respective cells that have been subjected to the induction of 

expression and to which adenovirus AxCANCre has been added. 

3. LLC-MK2/F-ad and CV-l/F-ad represent cell lysates from the 
respective cell lines in which the F gene but no adenovirus AxCANCre 
has been introduced. 

10 4. LLC-MK2/F+ad 3rd represents a cell lysate from cells in which the 
expression was induced by adenovirus AxCANCre and which were then 
further passaged 3 times. 

5. Id and 3d respectively indicate one day and three days after the 
induction of expression. 
15 6. Vacld and Vac3d respectively indicate cells one day and three days 
after the infection of vaccinia virus. 

7. AraCld and AraC3d respectively indicate cells one day and three 
days after the addition of AraC. 

8. CHX Id and CHX 3d respectively indicate cells one day and three 
20 days after the addition of protein synthesis inhibitor cycloheximide . 

Figure 6 indicates photographs showing the result that was 
obtained by observing GFP expression after GFP-comprising F-deficient 
SeV cDNA (pSeV18 + /AF-GFP) was transfected into LLC-MK2 cells in which 
F was not expressed (detection of RNP) . In a control group, the F 

25 gene was shuffled with the NP gene at the 3' end, and then, SeV cDNA 
(F-shuf f led SeV) , in. which GFP had been introduced into the F-deficient 
site, was used. The mark "all" indicates cells transfected with 
plasmids directing the expression of the NP gene, P gene, and L gene 
(pGEM/NP, pGEM/P, and pGEM/L) together with SeV cDNA at the same time; 

30 "cDNA" indicates cells transfected with cDNA (pSeV18 + /AF-GFP) alone. 
For RNP transf ection, P0 cells expressing GFP were collected; the 
cells (10 7 cells/ml) were suspended in OptiMEM (GIBCO BRL) ; 100 |nl 
of lysate prepared after treating three times with freeze-thaw cycles 

was mixed with 25 jil of cationic liposome DOSPER (Boehringer Mannheim) 
35 and allowed to stand still at room temperature for 15 minutes; and 
the mixture was added to cells (+ad) in which the expression of F 



had been induced to achieve the RNP transf ection . Cells expressing 
Cre DNA recombinase, in which no recombinant adenovirus had been 
introduced, were used as a control group of cells (-ad) . The result 
showed that GFP was expressed depending on the RNP formation of SeV 
in PO in LLC-MK2 cells; and the F-deficient virus was amplified 
depending on the induction of expression of F in PI. 

Figure 7 indicates photographs showing the result that was 
obtained by studying whether functional RNP reconstituted with 
F-deficient genomic cDNA could be rescued by the F-expressing helper 
cells and form the infective virion of the deficient virus. RNP/o 
represents cells overlaid with RNP; RNP/ t represents cells that was 
transf ected with RNP. 

Figure 8 indicates photographs showing the evidence for the 
F-expressing cell-specific growth of the F-deficient virus. The 
lysate comprising functional RNP constructed from the genome lacking 
the gene was lipofected to the F-expressing cells as described in 
Example 2; and the culture supernatant was then recovered. This 
culture supernatant was added to the medium of the F-expressing cells 
to achieve the infection; on the third day, the culture supernatant 
was recovered and concurrently added to both F-expressing cells and 
cells that had not expressed F; and then the cells were cultured in 
the presence or absence of trypsin for three days . The result is shown 
here. The viruses were amplified only in the presence of trypsin in 
the F-expressing cells. 

Figure 9 indicates photographs showing evidence for specific 
release of the F-deficient viruses to the culture supernatant after 
the introduction into F-expressing cells. The lysate comprising 
functional RNP constructed from the genome lacking the gene was 
lipofected to the F-expressing cells as described in Example 2 and 
then the culture supernatant was recovered. This culture supernatant 
was added to the medium of the F-expressing cells to achieve the 
infection; on the third day, the culture supernatant was recovered 
and concurrently added to both F-expressing cells and cells that did 
not express F; and then the cells were cultured in the presence or 
absence of trypsin for three days. The bottom panel shows the result 
with supernatant of the cells that did not express F. 
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Figure 10 indicates photographs showing the result obtained by 
recovering viruses from the culture supernatant of the F-expressing 
cells, extracting the total RNA and performing Northern blot analysis 
using F and HN as probes to verify the genomic structure of virion 
5 recovered from the F-deficient cDNA. In the viruses recovered from 
the F-expressing cells, the HN gene was detected but the F gene was 
not detectable; and thus it was clarified that the F gene was not 
present in the viral genome. 

Figure 11 indicates photographs showing the result of RT-PCR, 

10 which demonstrates that the GFP gene is present in the locus where 
F had been deleted, as in the construct of the cDNA. 1: +18-NP, for 
the confirmation of the presence of +18 NotI site. 2: M-GFP, for the 
confirmation of the presence of the GFP gene in the F gene-deficient 
region. 3: F gene, for the confirmation of the presence of the F gene. 

15 The genomic structures of wild type SeV and F-deficient GFP-expressing 
SeV are shown in the top panel. It was verified that the GFP gene 
was present in the F-deficient locus, +18-derived NotI site was present 
at the 3' end of NP and the F gene was absent in any part of the RNA 
genome . 

20 Figure 12 indicates photographs that were obtained by the 

immuno-electron microscopic examination with gold colloid-bound IgG 
(anti-F, anti-HN) specifically reacting to F or HN of the virus. It 
was clarified that the spike-like structure of the virus envelope 
comprised F and HN proteins. 

25 Figure 13 indicates diagrams showing the result of RT-PCR, which 

demonstrates that the structures of genes except the GFP gene were 
the same as those from the wild type. 

Figure 14 indicates photographs showing the result obtained by 
examining the F-deficient virus particle morphology by electron 

30 microscopy. Like the wild-type virus particles, the F-deficient 
virus particles had helical RNP structure and spike-like structure 
inside . 

Figure 15 indicates photographs showing the result of in vitro 
gene transfer to a variety of cells using an F-deficient SeV vector 
35 with, a high efficiency. 

Figure 16 indicates diagrams showing the analytical result 
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obtained after the introduction of the F-deficient SeV vector into 

primary bone marrow cells from mouse (BM c-kit+/-) . Open bars 

represent PE-positive/GFP-negative; closed bars represent 

PE-positive/GFP-positive . 
5 Figure 17 indicates photographs showing the result of in vivo 

administration of the vector into the rat cerebral ventricle . 

Figure 18 indicates photographs showing the result obtained by 

using the culture supernatant comprising F-deficient SeV viruses 

recovered from the F-expressing cells to infect LLC-MK2 cells that 
10 do not express F, culturing the cells in the presence or absence of 

trypsin for three days to confirm the presence of viruses in the 

supernatant by HA assay. 

Figure 19 is a photograph showing the result obtained by 

conducting HA assay of chorioallantoic fluids after a 2-day incubation 
15 of embryonated chicken egg that had been inoculated with 

chorioallantoic fluid (lanes 11 and 12) f rom HA-positive embryonated 

eggs in Figure 18B. 

Figure 20 indicates photographs showing the result obtained by 

examining the virus liquid, which is HA-positive and has no inf ectivity, 
20 by immuno-electron microscopy- The presence of the virus particles 

was verified and it was found that the virion envelope was reactive 

to antibody recognizing HN protein labeled with gold colloid, but 

not reactive to antibody recognizing F protein labeled with gold 

colloid . 

25 Figure 21 indicates photographs showing the result of 

transfection of F-deficient virus particles into cells. 

Figure 22 indicates photographs showing the result of creation 
of cells co-expressing . F and HN, which were evaluated by Western 
blotting. LLC/VacT7 / pGEM/ FHN represents cells obtained by 

30 transfecting vaccinia-infected LLC-MK2 cells with pGEM/FHN plasmid; 
LLC/VacT7 represents vaccinia-infected LLC-MK2 cells. 
LLCMK2 / FHNmix represents LLC-MK2 cells in which the F and HN genes 
were introduced but not cloned. LLC /FHN represents LLC-MK2 cells in 
which the F and HN genes were introduced and the expression was induced 

35 by adenovirus (after 3 days) ; 1-13, 2-6, 2-16, 3-3, 3-18, 3-22, 4-3 
and 5-9 are cell-line numbers (names) in the cloning. 



Figure 23 indicates photographs showing the result for the 
confirmation of virus generation depending on the presence or absence 
pGEM/FHN. FHN-deficient GFP-expressing SeV cDNA, pGEM/NP, pGEM/P, 
pGEM/L, and pGEM/FHN were mixed and introduced into LLC-MK2 cells. 
3 hours after the gene transfer, the medium was changed with MEM 
containing AraC and trypsin and then the cells were further cultured 
for three days. 2 days after the gene transfer, observation was 
carried out with a stereoscopic fluorescence microscope to evaluate 
the difference depending on the presence or absence of pGEM/FHN, and 
the virus generation was verified based on the spread of GFP-expressing 
cells. The result is shown here. When pGEM/FHN was added at the time 
of reconstitution, the spread of GFP-expressing cells was recognized; 
but when no pGEM/FHN was added, the GFP expression was observable 
merely in a single cell. 

Figure 24 indicates photographs showing the result of 
reconstitution by RNP transfection and growth of FHN-deficient 
viruses. On the third day after the induction of expression, cells 
co-expressing FHN (12 wells) were lipofected by using PO RNP overlay 
or DOSPER, and then GFP was observed after 4 days. When RNP 
transfection was conducted, the harvest of viruses was successful 
for PI FHN-expressing cells as was for the F-deficient ones (top) . 
The growth of the FHN-deficient viruses was verified after inoculating 
a liquid comprising the viruses to cells in which the expression of 
FHN protein was induced 6 hours or more after the infection with Ade/Cre 
(bottom panel) . 

Figure 25 indicates photographs showing the result obtained 
after inoculating the liquid comprising viruses reconstituted from 
FHN-deficient GFP-expressing cDNA to LLC-MK2 , LLC-MK2/F, LLOMK2/HN, 
and LLC-MK2/FHN and culturing them in the presence or absence of the 
trypsin. The spread of cells expressing GFP protein was verified 3 
days after the culture. The result is shown here. The expansion of 
GFP was observed only with LLC-MK2/FHN, and thus it was verified that 
the virus contained in the liquid was grown in a manner specific to 
FHN co-expression and dependent on trypsin. 

Figure 2 6 is a photograph showing the result where the 
confirmation was carried out for the genomic structure of RNA derived 
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from supernatant of the FHN-expressing cells. 

Figure 27 is a photograph showing the result where the 
confirmation was carried out for the genomic structure of RNA derived 
from supernatant of the F-expressing cells infected with the 
5 FHN-def icient viruses. 

Figure 28 is a diagram showing inactivation of vaccinia virus 
and T7 activity when psoralen concentration was varied in psoralen/UV 
irradiation. 

Figure 29 is a diagram showing inactivation of vaccinia virus 
10 and T7 RNA polymerase activity when the duration of UV irradiation 
was varied in psoralen/UV irradiation. 

Figure 30 indicates photographs showing a cytotoxicity (CPE) 
of vaccinia virus^after psoralen/UV irradiation. 3x 10 5 LLC-MK2 cells 
were plated on a 6-well plate. After culturing overnight, the cells 
15 were infected with vaccinia virus at moi=2 . After 24 hours, CPE was 
determined. The result of CPE with mock-treatment of vaccinia virus 
is shown in A; CPE after the treatment with vaccinia virus for 15, 
20, or 30 minutes are shown in B, C, and D, respectively. 

Figure 31 is a diagram indicating the influence of duration of 
20 UV treatment of vaccinia virus on the reconstitution efficiency of 
Sendai virus. 

Figure 32 is a diagram indicating the titer of vaccinia virus 

capable of replicating that remained in the cells after the 

reconstitution experiment of Sendai virus. 
25 Figure 33 is a photograph showing a result of Western blot 

analysis using anti-VSV-G antibody. 

Figure 34 indicates a diagram showing results of flow cytometry 

analysis using anti-VSV-G antibody. It shows the result of analysis 

of LLC-MK2 cell line (LI) for the induction of VSV-G expression on 
30 the fourth day after AxCANCre infection (moi=0, 2.5, 5). Primary 

antibody used was anti-VSV-G antibody (MoAb 1-1) ; secondary antibody 

was FITC-labeled anti-mouse Ig. 

Figure 35 indicates photographs showing a result where 

supernatants were recovered after the infection with altered amounts 
35 of AxCANCre (MOI=0, 1.25, 2.5, 5, 10) and a constant amount of 

pseudo-type Sendai virus'having a F gene-deficient genome, and further 
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the supernatants were used to infect cells before VSV-G induction 
(-) and after induction ( + ) , and cells expressing GFP were observed 
after 5 days. 

Figure 36 indicates photographs showing the result obtained for 
5 the time course of virus production amount. 

Figure 37 indicates photographs showing the result obtained by 
examining whether the infectivity is influenced by the treatment of 
pseudo-type Sendai virus having the F gene-deficient genome, which 
was established with the VSV-G-expressing cell line, and 
10 FHN-def icient Sendai virus treated with anti-VSV antibody. 

Figure 38 indicates photographs showing the result where the 
expression of the GFP gene was tested as an index to determine the 
presence of production of the pseudo-type virus having VSV-G in its 
capsid after the infection of VSV-G gene-expressing cells LLCG-L1 
15 with F and HN-def icient Sendai virus comprising the GFP gene. 

Figure 39 indicates photographs showing the result confirming 
that viruses grown in the VSV-G gene-expressing cells were deficient 
in F and HN genes by Western analysis of protein in the extract of 
infected cells. 

20 Figure 40 indicates photographs showing the result for the 

observation of GFP-expressing cells under a fluorescence microscope. 

Figure 41 is a diagram showing the improvement in efficiency 
for the reconstitution of SeV/AF-GFP by the combined used of the 
envelope-expressing plasmid and cell overlay. Considerable 

25 improvement was recognized at d3 to d4 (day 3 to day 4) of P0 (prior 
to passaging) . 

Figure 42 is a diagram showing the result where treatment 
conditions were evaluated for the reconstitution of SeV/AF-GFP by 
the combined used of the envelope-expressing plasmid and cell overlay. 

30 GFP-positive cells represent the amount of virus reconstituted. 

Figure 43 is a diagram showing the result where the rescue of 
F-deficient Sendai viruses from cDNA was tested. It shows the 
improvement in efficiency for the reconstitution of SeV/AF-GFP by 
the combined used of the envelope-expressing plasmid and cell overlay. 

35 All the tests were positive on the seventh day. However, the 
efficiency was evaluated on the third day where the probability of 
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success was midrange . 

Figure 44 indicates photographs showing the result of lacZ 
expression by LacZ-comprising F-deficient Sendai virus vector 
comprising no GFP. 
5 Figure 45 indicates diagrams showing subcloning of Sendai virus 

genomic cDNA fragment (A) and structures of 5 Sendai virus genomic 
cDNAs constructed with newly introduced NotI site (B) . 

Figure 46 is a diagram showing structures of plasmids to be used 
for cloning to add NotI site, transcription initiation signal, 
10 intervening sequence, and transcription termination signal into SEAP. 

Figure 47 indicates photographs showing the result of plaque 
assay of each Sendai virus vector. It shows partial fluorescence image 
in the plaque assay obtained by LAS1000. 

Figure 48 is a diagram showing the result where altered 
15 expression levels of reporter gene (SEAP) were compared with one 
another among the respective- Sendai virus vectors. The data of 
SeV18 + /SEAP was taken as 100 and the respective values were indicated 
relative to it. It was found that the activity, namely the expression 
level, was. decreased as the SEAP gene was placed more downstream. 
20 Figure 49 indicates microscopic photographs showing the 

expression of GFP in PI cells co-expressing FHN. 

Figure 50 indicates photographs showing the result of Western 
blot analysis of the extracts from cells infected with VSV-G 
pseudo-type SeV/AF:GFP using anti-F antibody (anti-F) , anti-HN 

r 

25 antibody (anti-HN) , and anti-Sendai virus antibody (anti-SeV) . 

Figure 51 indicates photographs showing GFP fluorescence from 
F- and HN-deficient cells infected with VSV-G pseudo-type SeV in the 
presence or absence of a neutralizing antibody (VGV antibody) . 

Figure 52 indicates photographs showing results of Western 
30 analysis for VSV-G pseudo-type Sendai viruses having F gene-deficient 
or F gene- and HN gene-deficient genome, which were fractionated by 
density gradient ultracentrif ugation . 

Figure 53 indicates photographs showing hemagglutination test 
mediated with Sendai viruses having F gene-deficient genome, or VSV-G 
35 pseudo-type Sendai viruses having F gene-deficient or F gene- and 
HN gene-deficient genome. 
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Figure 54 indicates diagrams showing the specificity of 
infection to culture cells of Sendai virus having F gene-deficient 
genome or VSV-G pseudo-type Sendai virus. 

Figure 55 indicates photographs showing the confirmation of the 

•5 structures of NGF-expressing F-deficient Sendai virus (NGF/SeV/AF) . 

Figure 56 is a diagram showing the activity of NGF expressed 
by the NGF-comprising cells infected with F-deficient SeV. With the 
initiation of culture, diluted supernatant of SeV-infected cells or 
NGF protein (control) was added to a dissociated culture of primary 
10 chicken dorsal root ganglion ( DRG) neurons . After three days, the 
viable cells were counted by using mitochondrial reduction activity 
as an index (n=3) . The quantity of culture supernatant added 
corresponded to 1000-fold dilution. 

Figure 57 indicates photographs showing the activity of NGF 
15 expressed by the NGF-comprising cells infected with F-deficient SeV. 
With the initiation of culture, diluted supernatant of SeV-infected 
cells or NGF protein (control) was added to a dissociated culture 
of primary chicken dorsal root ganglion (DRG) neurons. After three 
days, the samples were observed under a microscope, 
20 A) control (without NGF) ; 

B) addition of NGF protein (10 ng/mL) ; 

C) addition of culture supernatant (100-fold diluted) of NGF/SeV 
infected cells; 

D) addition of culture supernatant (100-fold diluted) of NGF/ SeV 
25 infected cells; 

E) addition of culture supernatant (100-fold diluted) of NGF/SeV/AF 
infected cells, and; 

F) addition of culture supernatant (100-fold diluted) of 
NGF/SeV/AF-GFP infected cells. 

30 Figure 58 is a photograph showing moi of Ad-Cre and the 

expression level of F protein. 

Figure 59 indicates photographs showing the expression of 
LLC-MK2/F by Adeno-Cre. 

Figure 60 is a photograph showing the durability of expression 
35 over the passages. 

Figure 61 indicates photographs showing the localization of F 
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protein over the passages. 

Figure 62 is a diagram showing the correlation between GFP-CIU 
and anti-SeV-CIU. 

5 Best Mode for Carrying out the Invention 

The present invention is illustrated in detail below with 
reference to Examples, but is not to be construed as being limited 
thereto . 

[Example 1] Construction of F-deficient Sendai virus 
10 <1> Construction of F-deficient SeV genomic cDNA and F-expressing 
plasmid 

The full-length genomic cDNA of Sendai virus (SeV) , pSeV18 + b ( + ) 
(Hasan, M. K. et al . , 1997, J. General Virology 78 : 2813-2820) PpSeV18 + 
b( + )" is also referred to as "pSeV18 + ") was digested with Sphl/Kpnl, 

15 and the resulting fragment (14 673 bp) was recovered and cloned into 
pUC18, which was named plasmid pUC18/KS. The F-disrupted site was 
constructed on this pUC18/KS. The F gene disruption was performed 
by the combined use of PCR-ligation method, and as a result, the ORF 
for the F gene (ATG-TGA=1698 bp) was removed; thus atgcatgccggcagatga 

20 (SEQ ID NO: 1) was ligated to it to construct the F-deficient SeV 
genomic cDNA (pSeV18 + /AF) . In PCR, a PCR product generated by using 
a primer pair (forward: 5 ' -gttgagtactgcaagagc/SEQ ID NO: 2, reverse: 
5 1 -tttgccggcatgcatgtttcccaaggggagagttttgcaacc/SEQ ID NO: 3) was 
ligated upstream of F and another PCR product generated by using a 

25 primer pair (forward: 5 1 -atgcatgccggcagatga/SEQ ID NO: 4, reverse: 
5 1 -tgggtgaatgagagaatcagc/SEQ ID NO: 5) was ligated downstream of the 
F gene at EcoT22l site. The resulting plasmid was digested with SacI 
and Sail, and then the fragment (4931 bp) spanning the region 
comprising the site where F is disrupted was recovered and cloned 

30 into pUC18 to generate pUC18/dFSS. This pUC18/dFSS was digested with 
Dralll. The resulting fragment was recovered and substituted with 
a Drain fragment from the region comprising the F gene of pSeV18 + ; 
and the ligation was carried out to generate plasmid pSeV18 + /AF. 

Further, in order to construct a cDNA (pSeV18 + /AF-GFP) in which 

35 the EGFP gene has been introduced at the site where F was disrupted, 
the EGFP gene was amplified by PCR. To set the EGFP gene with a multiple 
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of 6 (Hausmann, S. et al . , RNA 2, 1033-1045 (1996)), PCR was carried 
out with an Nsil-tailed primer (5 1 -atgcatatggtgatgcggttttggcagtac. 
SEQ ID NO: 6) for the 5' end and an NgoMIV-tailed primer 
(5 1 -Tgccggctattattacttgtacagctcgtc.SEQ ID NO: 7) for the 3' end. The 
5 PCR products were digested with restriction enzymes Nsil and NgoMIV, 
and then the fragment was recovered from the gel; the fragment was 
ligated at the site of pUC18/dFSS between Nsil and NgoMIV restriction 
enzyme sites where the disrupted F is located and the sequence was 
determined. A Drain fragment comprising the EGFP gene was removed 
10 and recovered from the site, and substituted for a Drain fragment 
in the region comprising the F gene of pSeV18 + ; then ligation was 

carried out to obtain plasmid pSeV18 + /AF-GFP. 

On the other hand, Cre-loxP-inducible expression plasmid for 
F gene expression was constructed by amplifying the SeV F gene by 

15 PCR, confirming the sequence, and inserting into the unique site Swal 
of plasmid pCALNdlw (Arai et al . , J. Virology 72, 1998, plll5-1121), 
in which the expression of gene products has been designed to be induced 
by Cre DNA recombinase, to obtain plasmid pCALNdLw/F. 
<2> Preparation of helper cells inducing the expression of SeV-F 

20 protein 

To recover infectious virus particles from F-def icient genome, 
a helper cell strain expressing SeV-F protein was established. The 
cell utilized was LLC-MK2 cell that is commonly used for the growth 
of SeV and is a cell strain derived from monkey kidney. The LLC-MK2 
25 cells were cultured in MEM containing 10% heat-treated inactivated 
fetal bovine serum (FBS), sodium penicillin G (50 units/ml), and 

streptomycin (50 |ig/ml) at 37 °C under 5% C0 2 gas. Because SeV-F gene 

product is cytotoxic, the above-mentioned plasmid pCALNdLw/F designed 

to induce the expression of F gene product through Cre DNA recombinase 
30 was introduced into LLC-MK2 cells by calcium phosphate method 

(mammalian transfection kit (Stratagene) ) according to the gene 

transfer protocol. 

10 (ig of plasmid pCALNdLw/F was introduced into LLC-MK2 cells 

grown to be 40% confluent in a 10 -cm plate, and the cells were cultured 
35 in 10 ml of MEM containing 10% FBS at 37 °C under 5% C0 2 for 24 hours 

in an incubator. After 24 hours, the cells were scraped off, and 
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suspended in 10 ml medium; then the cells were plated on 5 dishes 
with 10 -cm diameter (one plate with 5 ml; 2 plates with 2 ml; 2 plates 

with 0.2 ml) in MEM containing 10 ml of 10% FBS and 1200 ng/ml G418 
(GIBCO-BRL) for the cultivation. The culture was continued for 14 
5 days while the medium was changed at. 2-day intervals, to select cell 
lines in which the gene has been introduced stably. 30 cell strains 
were recovered as G418-resistant cells grown in the medium by using 
cloning rings. Each clone was cultured to be confluent in 10-cm 
plates. 

10 After the infection of each clone with recombinant adenovirus 

AxCANCre expressing Cre DNA recombinase, the cells were tested for 
the expression of SeV-F protein by Western blotting using anti-SeV-F 
protein monoclonal IgG (f236; J. Biochern. 123: 1064-1072) as follows. 
After grown to be confluent in a 6-cm dish, each clone was 

15 infected with adenovirus AxCANCre at moi=3 according to the method 
of Saito et al. , (Saito et al. , Nucl. Acids Res. 23: 3816-3821 (1995) ; 
Arai, T. et al., J Virol 72, 1115-1121 (1998)). After the infection, 
the cells were cultured for 3 days. The culture supernatant was 
discarded and the cells were washed twice with PBS buffer, scraped 

20 off with a scraper and were collected by centrif ugation at 1500x g 
for five minutes. 

The cells are kept at -80 °C and can be thawed when used. The 
cells collected were suspended in 150 jil PBS buffer, and equal amount 
of 2x Tris-SDS-BME sample loading buffer (0.625 M Tris, pH 6.8, 5% 

25 SDS, 25% 2 -ME, 50% glycerol, 0.025% BPB; Owl) was added thereto. The 
mixture was heat-treated at 98 °C for 3 minutes and then used as a 
sample for electrophoresis. The sample (lx 10 5 cells/lane) was 
fractionated by electrophoresis in an SDS-polyacrylamide gel (Multi 
Gel 10/20, Daiichi Pure Chemicals) . The fractionated proteins were 

30 transferred onto a PVDF transfer membrane (Immobilon-P transfer 
membranes; Millipore) by semi-dry blotting . The transfer was carried 
out under a constant current of 1 mA/cm 2 for 1 hour onto the transfer 
membrane that had been soaked in 100% methanol for 30 seconds and 
then in water for 30 minutes. 

35 The transfer membrane was shaken in a blocking solution 

containing 0.05% Tween20 and 1% BSA (BlockAce; Snow Brand Milk 
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Products) for one hour, and then it was incubated at room temperature 
for 2 hours with an anti-SeV-F antibody (f236) which had been diluted 
1000-folds with a blocking solution containing 0.05% Tween 20 and 
1% BSA. The transfer membrane was washed 3 times in 20 ml of PBS-0.1% 
Tween20 while being shaken for 5 minutes and then it was washed in 
PBS buffer while being shaken for 5. minutes. The transfer membrane 
was incubated at room temperature for one hour in 10 ml of 
peroxidase-conjugated anti-mouse IgG antibody (Goat anti-mouse IgG; 
Zymed) diluted 2000-fold with the blocking solution containing 0.05% 
Tween .20 and 1% BSA. The transfer membrane was washed 3 times with 
20 ml of PBS-0.1% Tween20 while being shaken for 5 minutes, and then 
it was washed in PBS buffer while being shaken for 5 minutes. 

Detections were carried out for proteins cross-reacting to the 
anti-SeV-F antibody on the transfer membrane by chemiluminescence 
method (ECL western blotting detection reagents; Amersham) . The 
result is shown in Figure 1 . The SeV-F expression specific to AxCANCre 
infection was detected to confirm the generation of LLC-MK2 cells 
that induce expression of a SeV-F gene product. 

One of the several resulting cell lines, LLC-MK2/F7 cell, was 
analyzed by flow cytometry with an anti-SeV-F antibody (Figure 2) . 
Specifically, lx 10 5 cells were precipitated by centrif ugation at 
15, 000 rpm at 4°C for 5 minutes, washed with 200 jil PBS, and allowed 
to react in PBS for FACS (NIKKEN CHEMICALS ) containing 100-fold diluted 
anti-F monoclonal antibody (f236), 0.05% sodium azide, 2% FCS at 4°C 
for 1 hour in a dark place . The cells were again precipitated at 15, 000 
rpm at 4°C for 5 minutes, washed with 200 (il PBS, and then allowed 
to react to FITC-labeled anti-mouse IgG (CAPPEL) of 1 |Lig/ml on ice 
for 30 minutes. Then the cells were again washed with 200 \xl PBS, 
and then precipitated by centrif ugation at 15, 000 rpm at 4°C for 5 
minutes. The cells were suspended in 1 ml of PBS for FACS and then 
analyzed by using EPICS ELITE (Coulter) argon laser at an excitation 
wavelength of 488 nm and at a fluorescence wavelength of 525 nm. The 
result showed that LLC-MK2/F7 exhibited a high reactivity to the 
antibody in a manner specific to the induction of SeV-F gene expression, 
and thus it was verified that SeV-F protein was expressed on the cell 
surface . 
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[Example 2] Confirmation of function of SeV-F protein expressed by 
helper cells 

It was tested whether or not SeV-F protein, of which expression 
5 was induced by helper cells, retained the original protein function. 

After plating on a 6-cm dish and grown to be confluent, 
LLC-MK2/F7 cells were infected with adenovirus AxCANCre at moi=3 
according to the method of Saito et al. (described above) . Then, the 
cells were cultured in MEM (serum free) containing trypsin (7 . 5 (ig/ml; 

10 GIBCOBRL \ at 37 °C under 5% C0 2 in an incubator for three days. 

The culture supernatant was discarded and the cells were washed 
twice with PBS buffer, scraped off with a scraper, and collected by 
centrifugation at 1500 x g for five minutes . The cleavage of expressed 
F protein by trypsin was verified by Western blotting as described 

15 above (Figure 3) . SeV-F protein is synthesized as F0 that is a 
non-active protein precursor, and then the precursor is activated 
after being digested into two subunits Fl and F2 by proteolysis with 
trypsin. LLC-MK2/F7 cells after the induction of F protein expression 
thus, like ordinary cells, continues to express F protein, even after 

20 being passaged, and no cytotoxicity mediated by the expressed F protein 
was observed as well as no cell fusion of F protein-expressing cells 
was observed. However, when SeV-HN expression plasmid (pCAG/SeV-HN) 
was transf ected into the F-expressing cells and the cells were cultured 
in MEM containing trypsin for 3 days, cell fusion was frequently 

25 observed. The expression of HN on the cell surface was confirmed in 
an experiment using erythrocyte adsorption onto the cell surface 
(Hematoadsorption assay; Had assay) (Figure 4). Specifically, 1% 
chicken erythrocytes were added to the culture cells at a concentration 
of 1 ml/dish and the mixture was allowed to stand still at 4°C for 

30 10 minutes. The cells were washed 3 times with PBS buffer, and then 
colonies of erythrocytes on the cell surface were observed. Cell 
fusion was recognized for cells on which erythrocytes aggregated; 
cell fusion was found to be induced through the interaction of F protein 
with HN; and thus it was demonstrated that F protein, the expression 

35 of which was sustained in LLC-MK2/F7 , retained the original function 
thereof. 
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[Example 3] Functional RNP having F-deficient genome and formation 
of virions 

To recover virions from the deficient viruses, it is necessary 
5 to use cells expressing the deficient protein. Thus, the recovery 
of the deficient viruses was attempted with cells expressing the 
deficient protein, but it was revealed that the expression of F protein 
by the helper cell line stopped rapidly due to the vaccinia viruses 
used in the reconstitution of F-deficient SeV (Figure 5) and thus 

10 the virus reconstitution based on the direct supply of F protein from 
the helper cell line failed- It has been reported that replication 
capability of vaccinia virus is inactivated, but the activity of T7 
expression is not impaired by the treatment of vaccinia virus with 
ultraviolet light of long wavelengths (long-wave UV) in the presence 

15 of added psoralen ( PLWUV treatment ) (Tsungetal., J Virol 70, 165-171, 
1996) . Thus, virus reconstitution was attempted by using 
PLWUV-treated vaccinia virus ( PLWUV-VacT7 ) . UV Stratalinker 2400 
(Catalog NO. 400676 (100V); Stratagene, La Jolla, CA, USA) equipped 
with five 15-Watt bulbs was used for ultraviolet light irradiation. 

20 The result showed that the expression of F protein was inhibited from 
the F-expressing cells used in the reconstitution, but vaccinia was 
hardly grown in the presence of araC after lysate from the cells 
reconstituted with this PLWUV-VacT7 was infected to the helper cells, 
and it was also found that the expression of F protein by the helper 

25 cell line was hardly influenced. Further, this reconstitution of wild 
type SeV using this PLWUV-VacT7 enables the recovery of viruses from 
even 10 3 cells, whereas by previous methods, this was not possible 
unless 10 5 or more cells were there, and thus the efficiency of virus 
reconstitution was greatly improved. Thus, reconstitution of 

30 F-deficient SeV virus was attempted by using this method. 

<Reconstitution and amplification of F-deficient SeV virus> 

The expression of GFP was observed after transfecting LLC-MK2 
cells with the above-mentioned pSeV18 + /AF-GFP in which the enhanced 
green fluorescent protein (EGFP) gene had been introduced as a reporter 

35 into the site where F had been disrupted according to the 6n rule 
in the manner as described below. It was also tested for the influence 
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of the presence of virus-derived genes NP, P, and L that are three 
components required for the formation of RNP. 

LLC-MK2 cells were plated on a 100-mm Petri-dish at a 
concentration of 5x 10 6 cells/dish and were cultured for 24 hours. 
After the culture was completed, the cells were treated with psoralen 
and ultraviolet light of long wavelengths (365 nm) for 20 minutes, 
and the cells were infected with recombinant vaccinia virus expressing 
T7 RNA polymerase (Fuerst, T.R. et al., Proc. Natl. Acad. Sci. USA 
83, 8122-8126 (1986)) at room temperature for one hour (moi=2) (moi=2 
to 3; preferably moi=2) . After the cells were washed 3 times, plasmids 
pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., Genes 
cells 1, 569-579 (1996)) were respectively suspended in quantities 
of 12 ng, 4 ]xg, 2 jig, and 4 \xg /dish in OptiMEM (GIBCO) ; SuperFect 
transfection reagent (1 ^g DNA/5 \xl SuperFect; QIAGEN) was added 
thereto; the mixtures were allowed to stand still at room temperature 
for 10 minutes; then they are added to 3 ml of OptiMEM containing 
3% FBS; cells were added thereto and cultured. The same experiment 
was carried out using wild-type SeV genomic cDNA (pSeV(+)) (Kato, 
A. et al., Genes cells 1, 569-579 (1996)) as a control instead of 
pSeV18 + /AF-GFP. After culturing for 3 hours, the cells were washed 
twice with MEM containing no serum, and then cultured in MEM containing 
cytosine p-D-arabinof uranoside (AraC, 40 jag/ml; Sigma) and trypsin 
(7.5 |ag/ml; GIBCO) for 70 hours. These cells were harvested, and the 
pellet was suspended in OptiMEM ( 10 7 cells/ml) . After f reeze-and-thaw 
treatment was repeated 3 times, the cells were mixed with lipofection 
reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 j^l DOSPER) and 
allowed to stand still at room temperature for 15 minutes. Then 
F-expressing LLC-MK2/F7 cell line (10 6 cells /well in 12-well plate) 
was transfected, and the cells were cultured in MEM containing no 
serum (containing 40 ]u.g/ml AraC and 7.5 ^ig/ml trypsin). 

The result showed that the expression of GFP was recognized only 
when all the three components, NP, P, and L derived from the virus 
are present and the deficient virus RNP expressing foreign genes can 
be generated (Figure 6) . 
<Conf irmation of F-deficient virions> 

It was tested whether the functional RNP reconstituted by 
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F-deficient genomic cDNA by the method as described above could be 
rescued by the F-expressing helper cells and form infective virions 
of F-deficient virus . Cell lysates were mixed with cationic liposome; 
the lysates were prepared by freeze/thaw from cells reconstituted 
5 under conditions in which functional RNP is formed (condition where 
pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L are transfected at the 
same time) or conditions under which functional RNP is not formed 
(conditions in which two plasmids, pSeVl8 + /AF-GFP and pGEM/NP, are 
transfected) as described above; the lysates were lipofected into 
10 F-expressing cells and non-expressing cells; the generation of virus 
particles was observed based on the expansion of the distribution 
of GFP-expressing cells. The result showed that the expansion of 
distribution of GFP-expressing cells was recognized only when the 
introduction to the F-expressing cells was carried out by using a 

15 lysate obtained under condition in which functional RNP is 
reconstituted (Figure 7) . Furthermore, even in plaque assay, the 
plaque formation was seen only under the same conditions. From these 
results, it was revealed that functional RNPs generated from 
F-deficient virus genome were further converted into infective virus 

20 particles in the presence of F protein derived from F-expressing cells 
and the particles were released from the cells. 

The demonstration of the presence of infective F-deficient 
virions in the culture supernatant was carried out by the following 
experiment. The lysate comprising the functional RNP constructed 

25 from the F gene deficient genome was lipofected to F-expressing cells 
as described in Example 2, and the culture supernatant was recovered. 
This culture supernatant was added to the medium of F-expressing cells 
to achieve the infection; on the third day, the culture supernatant 
was recovered and concurrently added to both F-expressing cells and 

30 cells that did not express F; and then the cells were cultured in 
the presence or absence of trypsin for three days. In F-expressing 
cells, viruses were amplified only in the presence of trypsin (Figure 
8). It was also revealed that non-infectious virus particles were 
released into the supernatant of cells that do not express F (in the 

35 bottom panel of Figure 9) or from F-expressing cells cultured in the 
absence of trypsin. A summary of the descriptions above is as follows: 
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the growth of F-deficient GFP-expressing viruses is specific to 
F-expressing cells and depends on the proteolysis with trypsin. The 
titer of infective F-deficient Sendai virus thus grown ranged from 
0.5x 10 7 to lx 10 7 ClU/ml. 

5 

[Example 4] Analysis of F-deficient GFP-expressing virus 

In order to confirm the genomic structure of virions recovered 
from F-deficient cDNA, viruses were recovered from the culture 
supernatant of the F-expressing cells, the total RNA was extracted 

10 and then Northern blot analysis was conducted by using F and HN as 
probes. The result showed that the HN gene was detectable, but the 
F gene was not detectable in the viruses harvested from the 
F-expressing cells, and it was clarified that the F gene was not present 
in the viral genome (Figure 10) . Further, by RT-PCR GFP, it was 

15 confirmed that the gene was present in the deleted locus for F as 
shown in the construction of the cDNA (Figure 11) and that the 
structures of other genes were the same as those from the wild type. 
Based on the findings above, it was shown that no rearrangement of 
the genome had occurred during the virus reconstitution . In addition, 

20 the morphology of recovered F-deficient virus particles was examined 
by electron microscopy. Like the wild type virus, F-deficient virus 
particles had the helical RNP structure and spike-like structure 
inside (Figure 14). Further, the viruses were examined by 
immuno-electron microscopy with gold colloid-conjugated IgG (anti-F, 

25 anti-HN) specifically reacting to F or HN. The result showed that 
the spike-like structure of the envelope of the virus comprised F 
and HN proteins (Figure 12), which demonstrated that F protein produced 
by the helper cells was efficiently incorporated into the virions. 
The result will be described below in detail. 

30 <Extraction of total RNA, Northern blot analysis, and RT-PCR> 

Total RNA was extracted from culture supernatant obtained 3 days 
after the infection of F-expressing cell LLC-MK2/F7 with the viruses 
by using QIAamp Viral RNA mini kit (QIAGEN) according to the protocol . 

The purified total RNA (5 jig) was separated by electrophoresis in 
35 a 1% denaturing agarose gel containing formaldehyde, and then 
transferred onto a Hybond-N+ membrane in a vacuum blotting device 
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(Amersham- Pharmacia) . The prepared membrane was fixed with 0.05 M 
NaOH, rinsed with 2-fold diluted SSC buffer (Nacalai tesque) , and 
then was subjected to pre-hybridization in a hybridization solution 

(Boehringrer Mannheim) for 30 minutes; a probe for the F or HN gene 
5 prepared by randomprime DNA labeling (DIG DNA Labeling Kit; Boehringer 
Mannheim) using digoxigenin (DIG)-dUTP (alkaline sensitive) was added 
thereto and then hybridization was performed for 16 hours. Then, the 
membrane was washed, and allowed to react to alkaline 
phosphatase-conjugated anti-DIG antibody (anti-digoxigenin-AP) ; the 
10 analysis was carried out by using a DIG detection kit. The result 
showed that the HN gene was detectable but the F gene was not detectable 
in the viruses harvested from the F-expressing cells, and it was 
clarified that the F gene was not present in the viral genome (Figure 

10) . 

15 Further, detailed analysis was carried out by RT-PCR. In the 

RT-PCR, first strand cDNA was synthesized from the purified virus 
RNA by using SUPERSCRIPTII Preamplif ication System (Gibco BRL) 
according to the protocol; the following PCR condition was employed 
with LA PCR kit (TAKARA ver2.1): 94°C/3 min; 30 cycles for the 

20 amplification of 94°C/45 sec, 55°C/45 sec, 72°C/90 sec; incubation 
at 72°C for 10 minutes; then the sample was electrophoresed in a 2% 
agarose gel at 100 . for 30 minutes, the gel was stained with ethidium 
bromide for a photographic image. Primers used to confirm the M gene 
and EGFP inserted into the F-deficient site were forward 1: 

25 5 1 -atcagagacctgcgacaatgc (SEQ ID NO: 8) and reverse 1: 
5 1 -aagtcgtgctgcttcatgtgg (SEQ ID NO: 9) ; primers used to confirm EGFP 
inserted into the F-deficient site and the HN gene were forward 2: 
5 ' -acaaccactacctgagcacccagtc (SEQ ID NO: 10) and reverse 2: 
5 1 -gcctaacacatccagagatcg (SEQ ID NO: 11); and the junction between 

30 the M gene and HN gene was confirmed by using forward 3: 
5 1 -acattcatgagtcagctcgc (SEQ ID NO: 12) and reverse 2 primer (SEQ 
ID NO: 11) . The result showed that the GFP gene was present in the 
deficient locus for F as shown in the construction of the cDNA (Figure 

11) and that the structures of other genes were the same as those 
35 from the wild type (Figure 13) . From the findings shown above, it 

is clarified that no rearrangement of the genome had resulted during 
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the virus reconstitution . 

< Electron microscopic analysis with gold colloid-conjugated 
immunoglobulin > 

The morphology of recovered F-deficient virus particles were 
5 examined by electron microscopy. First, culture supernatant of cells 
infected with the deficient viruses was centrifuged at 28,000 rpm 
for 30 minutes to obtain a virus pellet; then the pellet was 
re-suspended in 10-fold diluted PBS at a concentration of lx 10 9 HAU/ml; 
one drop of the suspension was dropped on a microgrid with a supporting 

10 filter and then the grid was dried at room temperature; the grid was 
treated with PBS containing 3.7% formalin for 15 minutes for fixation 
and then pre-treated with PBS solution containing 0.1% BSA for 30 
minutes; further, anti-F monoclonal antibody (f236) or anti-HN 
monoclonal antibody (Miura, N. et al., Exp. Cell Res. (1982) 141: 

15 409-420) diluted 200-folds with the same solution was dropped on the 
grid and allowed to react under a moist condition for 60 minutes. 
Subseguently, the grid was washed with PBS, and then gold 
colloid-conjugated anti-mouse IgG antibody diluted 200-folds was 
dropped and allowed to react under a moist condition for 60 minutes. 

20 Subseguently, the grid was washed with PBS and then with distilled 
sterile water, and air-dried at room temperature; 4% uranium acetate 
solution was placed on the grid for the staining for 2 minutes and 
the grid was dried; the sample was observed and photographed in a 
JEM-1200EXII electron microscope ( JEOL. ) . The result showed that the 

25 spike-like structure of the envelope of the virus comprised F and 
HN proteins (Figure 12), which demonstrated that F protein produced 
by the helper cells was efficiently incorporated into the virions. 
In addition, like the wild type virus, F-deficient virus particles 
had a helical RNP structure and a spike-like structure inside (Figure 

30 14). 

[Example 5] High-efficiency gene transfer to a variety of cells via 
F-deficient SeV vector in vitro 

introduction into primary culture cells of rat cerebral cortex nerve 
35 cells> 

Primary culture cells of rat cerebral cortex neurons were 
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prepared and cultured as follows: an SD rat (SPF/VAF Crj : CD, female, 
332 g, up to 9-week old; Charles River) on the eighteenth day of 
pregnancy was deeply anesthetized by diethyl ether, and then 
euthanized by bloodletting from axillary arteries. The fetuses were 
5 removed from the uterus after abdominal section. The cranial skin 
and bones were cut and the brains were taken out. The cerebral 
hemispheres were transferred under a stereoscopic microscope to a 
working solution DMEM (containing 5% horse serum, 5% calf serum and 
10% DMSO) ; they were sliced and an ice-cold papain solution (1.5 U, 

10 0.2 mg of cysteine, 0.2 mg of bovine serum albumin, 5 mg glucose, 
DNase of 0.1 mg/ml) was added thereto; the solution containing the 
sliced tissues was incubated for 15 minutes while shaking by inverting 
the vial every 5 minutes at 32 °C. After it was verified that the 
suspension became turbid enough and the tissue sections became 

15 translucent, the tissue sections were crushed into small pieces by 
pipetting. The suspension was centrifuged at 1200 rpm at 32°C for 
5 minutes, and then the cells were re-suspended in B27-supplemented 
neural basal medium (GibcoBRL, Burlington, Ontario, Canada) . The 
cells were plated on a plate coated with poly-d-lysine (Becton 

20 Dickinson Labware, Bedford, MA, U.S.A.) at a density of lx 10 5 
cells/dish and then cultured at 37 °C under 5% C0 2 . 

After the primary culture of nerve cells from cerebral cortex 
(5x 10 5 /well) were cultured for 5 days, the cells were infected with 
F-deficient SeV vector (moi=5) and further cultured for three days. 

25 The cells were fixed in a fixing solution containing 1% 
paraformaldehyde, 5% goat serum, and 0 . 5% Triton-X at room temperature 
for five minutes. Blocking reaction was carried out for the cells 
by using BlockAce (Snow Brand Milk Products) at room temperature for 
2 hours, and then incubated with 500-fold diluted goat anti-rat 

30 microtubule-associated protein 2 (MAP-2) (Boehringer) IgG at room 
temperature for one hour. Further, the cells were washed three times 
with PBS(-) every 15 minutes and then were incubated with 
cys3-conjugated anti-mouse IgG diluted 100-folds with 5% goat 
serum/PBS at room temperature for one hour. Further, after the cells 

35 were washed three times with PBS (-) every 15 minutes, Vectashield 
mounting medium (Vector Laboratories, Burlingame, U.S.A.) was added 
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to the cells; the cells, which had been double-stained with MAP-2 
immuno staining and GFP fluorescence, were f luorescently observed 
by using a confocal microscope (Nippon Bio-Rad MRC 1024, Japan) and 
an inverted microscope Nikon Diaphot 300 equipped with excitation 
5 band-pass filter of 470-500-nm or 510-550-nm. The result showed that 
GFP had been introduced in nearly 100% nerve cells that were 
MAP2-positive (Figure 15) . 
introduction into normal human cells> 

Normal human smooth-muscle cells, normal human hepatic cells, 

10 and normal human pulmonary capillary endothelial cells (Cell Systems) 
were purchased from DAINIPPON PHARMACEUTICAL and were cultured with 
SFM CS-C medium kit (Cell Systems) at 37 °C under 5% C0 2 gas. 

Human normal cells, such as normal human smooth-muscle cells 
(Figure 15, Muscle) , normal human hepatic cells (Figure 15, Liver) , 

15 and normal human pulmonary capillary endothelial cells (Figure 15, 
Lung) , were infected with F-deficient SeV vector (m.o.i=5) , and then 
the expression of GFP was observed. It was verified that the 
introduction efficiency was nearly 100% and the GFP gene was expressed 
at very high levels in all the cells (Figure 15) . 

20 introduction into mouse primary bone marrow cells> 

Further, an experiment was conducted, in which mouse primary 
bone marrow cells were separated by utilizing lineage markers and 
were infected with F-deficient SeV vector. First, 5-f luorouracil 
(5-FU, Wako Pure Chemical Industries) was given to C57BL mouse (6-week 

25 old male) at a dose of 150 mg/kg by intraperitoneal injection (IP 
injection) ; 2 days after the administration, bone marrow cells were 
collected from the thighbone. The mononuclear cells were separated 
by density gradient centrif ugation using Lympholyte-M (Cedarlane) . 
A mixture (3x 10 7 ) of Streptavidin-magnetic beads (Pharmingen; 

30 Funakoshi) , which had been coated with biotin-labeled anti-CD45R 
(B220), anti-Ly6G (Gr-1), anti-Ly-76 (TER-119) , anti-1 (Thyl.2), and 
anti-Mac-1, were added to the mononuclear cells (3x 10 6 cells) , and 
the resulting mixture was allowed to react at 4°C for 1 hour; a fraction, 
from which Lin + cells had been removed by a magnet, was recovered (Lin~ 

35 cells) (Erlich, S. etal., Blood 1999. 93 (1), 80-86). SeV of 2x 10 7 
HAU/ml was added to 4x 10 5 cells of Lin" cell, and further recombinant 
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rat SCF (100 ng/ml, BRL) and recombinant human IL-6 (100 U/ml) were 
added thereto. In addition, F-deficient SeV of 4x 10 7 HAU/ml was added 
to 8x 10 5 of total bone marrow cells, and GFP-SeV of 5x 10 7 HAU/ml 
was added to Ix 10 6 cells. GFP-SeV was prepared by inserting a 
5 PCR-amplif ied NotI fragment, which contains the green fluorescence 
protein (GFP) gene (the length of the structural gene is 717 bp) to 
which a transcription initiation (Rl), a termination (R2) signal and 
an intervening (IG) sequence are added, at the restriction enzyme 
Notl-cleavage site of SeV transcription unit pUC18/T7HVJRz . DNA ( + 18) 

10 (Genes Cells, 1996, 1: 569-579). The reconstitution of viruses 
comprising the GFP gene was performed according to a known method 
(Genes Cells, 1996, 1: 569-579), using LLC-MK2 cells and embryonated 
egg, and then the viruses comprising the gene of interest were 
recovered. After a 48-hour culture following the infection with 

15 GFP-SeV, the cells were divided into two groups; one of them was allowed 
to react to phycoerythrin (PE) -labeled anti-CD117 (c-kit; Pharmingen) 
for 1 hour; the other was a control group. The cells were washed 3 
times with PBS then were analyzed in a flow cytometer (EPICS Elite 
ESP; Coulter, Miami, FL) . 

20 The result showed that F-deficient SeV vector was also infected 

to bone marrow cells enriched by anti-c-kit antibody that has been 
utilized as a marker for blood primitive stem cells and the expression 
of the GFP gene was observed (Figure 16) . The presence of infective 
particles in the culture supernatant was confirmed by determining 

25 the presence of GFP-expressing cells three days after the addition 
of cell culture supernatant treated with trypsin to LLC-MK2 cells. 
It was clarified that none of these cells released infective virus 
particles . 

30 [Example 6] Vector administration into rat cerebral ventricle 

Rats (F334/Du Crj, 6 week old, female, Charles River) were 
anesthetized by intraperitoneal in j ection of Nembutal sodium solution 
(Dainabot) diluted 10 folds (5 mg/ml) with physiological saline 
(Otsuka Pharmaceutical Co., Ltd.). Virus was administrated using 

35 brain stereotaxic apparatus for small animals (DAVID KOPF) . 20 jil 
(10 8 CIU) were injected at the point 5.2 mm toward bregma from 



43 



interaural line, 2 . 0 nun toward right ear from lambda, 2 . 4 mm beneath 
the brain surface, using 30G exchangeable needles (Hamilton) . A high 
level expression of GFP protein was observed in ventricle ependymal 
cells (Figure 17) . Furthermore, in the case of F deficient SeV vector , 
5 the expression of GFP protein was observed only in ependymal cells 
or nerve cells around the injection site, which come into contact 
with the virus, and no lesion was found in this region. Abnormality 
in behavior or changes in body weight were not observed in the 
administered rats until dissection. After dissection, no lesion was 
10 found in the brain or in any of the tissues and organs analyzed, such 
as liver, lung, kidney, heart, spleen, stomach, intestine, and so 
forth. 

[Example 7] Formation of F-less virus particles from F deficient SeV 
15 genome 
<1> 

F non-expressing LLC-MK2 cells and F expressing LLC-MK2 cells 
(LC-MK2/F7) were infected with F deficient SeV virus and cultured 
with ( + ) and without (-) trypsin. The result of HA assay of cell 

20 culture supernatant after 3 days is shown in Figure 18A. The culture 
supernatants were inoculated to embryonated chicken eggs, and the 
result of HA assay of chorioallantoic fluids after a 2 day-culture 
is shown in Figure 18B. "C" on top of panel indicates PBS used as 
the control group. The numbers indicated under "Dilution" indicates 

25 the dilution fold of the virus solution. Further , HA-positive 
chorioallantoic fluids in embryonated chicken eggs (lanes 11 and 12) 
was reinoculated into embryonated chicken eggs, and after culturing 
for two days, the chorioallantoic fluid was examined with HA assay 
(Figure 19C) . As a result, F non-expressing cells or embryonated 

30 chicken eggs infected with F deficient SeV virus were found to be 
HA-positive. However, viruses' had not propagated after 

re-inoculation to embryonated chicken eggs, proving that the 
HA-positive virus solution does not have secondary infectivity. 
<2> 

35 The non-infectious virus solution amplified in F non-expressing 

cells was examined for the existence of virus particles. Northern 
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blot analysis was performed for total RNA prepared from the culture 
supernatant of F expressing cells, HA-positive, non-infectious 
chorioallantoic fluid, and wildtype SeV by QIAamp viral RNA mini kit 
(QIAGEN) , using the F gene and HN gene as probes. As a result, bands 
5 were detected for RNA derived from chorioallantoic fluid or virus 
in culture supernatant of F expressing cells when the HN gene was 
used as the probe, whereas no bands were detected when using the F 
gene probe (Figure 10) . It was proven that the HA-positive, 
non-infectious fluid has non-infectious virus-like particles with 

10 an F deficient genome. Further, analysis of the HA-positive, 
non-infectious virus solution by an immunoelectron microscopy 
revealed the existence of virus particles, and the envelope of virion 
reacted to the antibody recognizing gold colloid-labeled HN protein, 
but not to the antibody recognizing gold colloid-labeled F protein 

15 (Figure 20) . This result showed the existence of F-less virions, 
proving that the virus can be formed as a virion with HN protein alone, 
even without the existence of the F protein. It has been shown that 
SeV virion can form with F alone (Leyer, S. et al., J Gen. Virol 79, 
683-687 (1998)), and the present result proved for the first time 

20 that SeV virion can be formed with HN protein alone. Thus, the fact 
that F-less virions can be transiently produced in bulk in embryonated 
chicken eggs shows that virions packaging SeV F deficient RNP can 
be produced in bulk. 
<3> 

25 As described above, F-less virus virions transiently amplified 

in embryonated chicken eggs are not at all infective towards cells 
infected by the Sendai virus. To confirm that functional RNP 
structures are packaged in envelopes, F expressing cells and 
non-expressing cells were, mixed with catioriic liposome (DOSPER, 

30 Boehringer mannheim) and transfected by incubation for 15 minutes 
at room temperature. As a result, GFP-expressing cells were not 
observed at all when the cells are not mixed with the cationic liposome, 
whereas all cells expressed GFP when mixed with cationic liposome. 
In" F non-expressing cells, GFP expression was seen only in individual 

35 cells and did not extend to adjacent cells, whereas in F expressing 
cells, GFP-expressing cells extended to form colonies (Figure 21) . 
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Therefore, it became clear that non-infectious virions transiently 
amplified in embryonated chicken eggs could express a gene when they 
are introduced into cells by methods such as transf ection . 

5 [Example 8] Reconstitution and amplification of the virus from 
FHN-def icient SeV genome 

Construction of FHN-def icient genomic cDNA> 

To construct FHN-def icient SeV genomic cDNA (pSeV18 + /AFHN) , 
pUC18/KS was first digested with EcoRI to construct pUC18/Eco, and 

10 then whole sequence from start codon of F gene to stop codon of HN 
gene (4866-8419) was deleted, then it was ligated at BsiwI site 
(cgtacg) . After the sequence of FHN deleted region was confirmed by 
base sequencing, EcoRI fragment (4057 bp) was recovered from gels 
to substitute for EcoRI fragment of pUC18/KS to accomplish the 

15 construction. A KpnI/SphI fragment (14 673 bp) comprising the FHN 
deleted region was recovered from gels to substitute for KpnI/SphI 

fragment of pSeV18 + to obtain plasmid pSeVl8 + /AFHN . 

On the other hand, the construction of FHN-def icient SeV cDNA 
introduced with GFP was accomplished as follows. Sall/Xhol fragment 
20 (7842 bp) was recovered from pSeV18 + /AFHN, and cloned into pGEMUZ 
(Promega) . The resultant plasmid was named as pGEMUZ/SXdFHN . To 
the FHN-def icient site of pGEMUZ/SXdFHN, PCR product with Bsixl sites 
at both ends of ATG-TAA (84 6 bp) of- d2EGFP (Clontech) was ligated 
by digesting with Bsixl enzyme. The resultant plasmid was named as 

25 pSeV18 + /AFHN-d2GFP. 

Establishment of FHN-def icient , protein co-expressing cell line> 
The plasmid expressing F gene is identical to the one used for 

establishment of F deficient, protein co-expressing cell line, and 

plasmid expressing HN gene was similarly constructed, and the fragment 
30 comprising ORF of HN was inserted to unique Swal site of pCALNdlw 

(Arai et al . , described above) to obtain plasmid named pCALNdLw/HN. 
LLC-MK2 cells were mixed with same amount or different ratio 

of pCALNdLw/F and pCALNdLw/HN, to introduce genes using mammalian 

transfection kit (Stratagene) , according to the manufacture's 
35 protocol. Cells were cloned after a three week-selection with G418. 

Drug resistant clones obtained were infected with a recombinant 
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adenovirus (Ade/Cre, Saito et al., described above) (moi=10) , which 
expresses Cre DNA recombinase . Then the cells were collected 3 days 
after inducing expression of F and HN protein after washing 3 times 
with PBS(-), and they were probed with monoclonal IgG of anti-SeV 
5 F protein and anti-SeV HN protein by using Western blotting method 
(Figure 22) . 

Construction of pGEM/FHN> 

F and HN fragments used for the construction of pCALNdLw/F and 
pCALNdLw/HN were cloned into pGEM4Z and pGEM3Z (Promega) to obtain 

10 pGEM4Z/F and pGEM3Z/HN, respectively. A fragment obtained by PvuII 
digestion of the region comprising T7 promoter and HN of pGEM3Z/HN 
was recovered, and ligated into the blunted site cut at the SacI unique 
site at the downstream of F gene of pGEM4Z/F. F and HN proteins were 
confirmed by Western blotting using anti-F or anti-HN monoclonal 

15 antibodies to be expressed simultaneously when they were aligned in 
the same direction. 

<Reconstitution of FHN-def icient virus> 

The reconstitution of FHN-def icient viruses (P0) was done in 
two ways. One was using the RNP transfection method as used in the 

20 reconstitution of F deficient virus, and the other was using T7 to 
supply co-expressing plasmids . Namely, under the regulation of T7 
promoter, plasmids expressing F and HN proteins were constructed 
separately, and using those plasmids F and HN proteins were supplied 
for the reconstitution. In both methods, reconstituted viruses were 

25 amplified by FHN coexpressing cells. FHN-def icient , GFP-expressing 
SeV cDNA (pSeV18 + /AFHN-d2GFP) , pGEM/NP, pGEM/P, pGEM/L, and pGEM/FHN 
were mixed in the ratio of 12 jag/10 cm dish, 4 |ag/10 cm dish, 2 |ig/10 
cm dish, 4 jig/10 cm dish, and 4 (ig/10 cm dish (final total volume, 
3 ml/10 cm dish) for gene introduction into LLC-MK2 cells in the same 

30 way as F deficient SeV reconstitution described above. Three hours 
after the gene introduction, media was changed to MEM containing AraC 
(40 ng/ml, SIGMA) and trypsin (7.5jag/ml, GIBCO) , and cultured further 
for 3 days. Observation was carried out by fluorescence stereoscopic 
microscope 2 days after gene introduction. The effect of pGEM/FHN 

35 addition was analyzed, and the virus formation was confirmed by the 
spread of GFP-expressing cells. As a result, a spread of 
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GFP-expressing cells was observed when pGEM/FHN was added at 
reconstitution, whereas the spread was not observed when pGEM/FHN 
was not added, and the GFP expression was observed only in a single 
cell (Figure 23) . It is demonstrated that the addition at FHN protein 
5 reconstitution caused virus virion formation. On the other hand, in 
the case of RNP transf ection, virus recovery was successfully 
accomplished in FHN expressing cells of PI, as in the case of F 
deficiency (Figure 24, upper panel) . 

Virus amplification was confirmed after infection of 

10* FHN-def icient virus solution to cells induced to express FHN protein 
6 hours or more after Ade/Cre infection (Figure 24, lower panel) . 

Solution of viruses reconstituted from FHN-def icient 
GFP-expressing SeV CDNA was infected to LLC-MK2, LLC-MK2/F, 
LLC-MK2/HN and LLC-MK2/FHN cells, and cultured with or without the 

15 addition of trypsin. After 3 days of culture, spread of GFP protein 
expressing cells was analyzed. As a result, spread of GFP was observed 
only in LLC-MK2/FHN, confirming that the virus solution can be 
amplified specifically by FHN co-expression and in a trypsin dependent 
manner. .(Figure 25) . 

20 To confirm FHN-def icient viral genome, culture supernatant 

recovered from LLC-MK2/FHN cells was centrifuged, and RNA was 
extracted using QIAamp Viral RNA mini kit (QIAGEN) , according to 
manufacturer's protocol. The RNA was used for template synthesis of 
RT-PCR using Superscript Preamplif ication System for first Strand 

25 Synthesis (GIBCO BRL) , and PCR was performed using TAKARA Z-Taq 
(Takara) . F-deficient virus was used as a control group. PCR primer 
sets were selected as combination of M gene and GFP gene, or combination 
of M gene and L gene (for combination of M gene and GFP gene (M-GFP) , 
forward: 5 1 -atcagagacctgcgacaatgc / SEQ ID NO: 13, reverse: 

30 5 1 -aagtcgtgctgcttcatgtgg / SEQ ID NO: 14; for combination of M gene 
and L gene (M-L) , forward: 5 1 -gaaaaacttagggataaagtccc / SEQ ID NO: 
15, reverse: 5 1 -gttatctccgggatggtgc / SEQ ID NO: 16) . As a result, 
specific bands were obtained for both F-deficient and FHN-def icient 
viruses at RT conditions when using M and GFP genes as primers. In 

35 the case of using M and L genes as primers, the bands with given size 
comprising GFP were detected for FHN deficient sample, and lengthened 
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bands with the size comprising HN gene were detected for F deficient 
one. Thus, FHN deficiency in genome structure was proven (Figure 26) . 

On the other hand, FHN-def icient virus was infected to F 
expressing cells similarly as when using the F-deficient virus, and 
5 culture supernatant was recovered after 4 days to perform infection 
experiment toward LLC-MK2, LLC-MK2/F, and LLC-MK2/FHN. As a result, 
GFP expression cell was not observed in any infected cell, showing 
that the virus has no infectiousness to these cells. However, it has 
been already reported that F protein alone is enough to form virus 

10 particles (Kato, A. et al., Genes cells 1, 569-579 (1996)) and that 
asialoglycoprotein receptor (ASG-R) mediates specific infection to 
hepatocytes (Spiegel et al., J. Virol 72, 5296-5302, 1998). Thus, 
virions comprising FHN-def icient RNA genome, with virus envelope 
configured with only F protein may be released to culture supernatant 

15 of F expressing cells . Therefore, culture supernatant of F expressing 
cells infected with FHN-def icient virus was recovered, and after 
centrif ugation, RNA was extracted as described above and analyzed 
by RT-PCR by the method described above. As a result, the existence 
of RNA comprising FHN-def icient genome was proved as shown in Figure 

20 27. 

Western blotting analysis of virus virion turned into pseudotype 
with VSV-G clearly shows that F and HN proteins are not expressed. 
It could be said that herein, the production system of FHN-def icient 
virus virions was established. 
25 Moreover, virions released from F protein expressing cells were 

overlaid on FHN expressing or non-expressing LLC-MK2 cells with or 

without mixing with a cationic liposome (50 |il DOSPER/500 jil/well) . 

As a result, spread of GFP-expressing cells was observed when overlaid 

as mixture with DOSPER, while HN-less virion only has no infectiousness 
30 at all, not showing GFP-expressing cells, as was seen in the case 

of F-less particles described above. In FHN non-expressing cells GFP 

expressing cell was observed, but no evidence of virus re-formation 

and spread was found. 

These virus-like particles recovered from F expressing cells 
35 can infect cells continuously expressing ASG-R gene, ASG-R 

non-expressing cells, or hepatocytes, and whether the infection is 
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liver-specific or ASG-R specific can be examined by the the method 
of Spiegel et al. 

[Example 9] Application of deficient genome RNA virus vector 
5 1 . F-def icient RNP amplified in the system described above is enclosed 
by the F-less virus envelope. The envelope can be introduced into 
cells by adding any desired cell-introducing .capability to the 
envelope by chemical modification methods and such, or by gene 
introducing reagents or gene guns or the like (RNP transf ection, or 
10 RNP injection), and the recombinant RNA genome can replicate and 
produce proteins autonomously and continuously in the cells. 

2. A vector capable of specific targeting can be produced, when 
intracellular domain of HN is left as-is, and the extracellular domain 
of HN is fused with ligands capable of targeting other receptors in 

15 a specific manner, and recombinant gene capable of producing chimeric 
protein is incorporated into viral-genome. In addition, the vector 
can be prepared in cells producing the recombinant protein. These 
vectors can be applicable to gene therapy, as vaccines, or such. 

3. Since the reconstitution of SeV virus deficient in both FHN has 
20 been successfully accomplished, targeting vector can be produced by 

introducing targeting-capable envelope chimeric protein gene into 
FHN deletion site instead of the GFP gene, reconstituting it by the 
same method as in the case of FHN-def icient vector, amplifying the 
resultant once in FHN-expressing cells, infecting the resultant to 
25 non-expressing cells, and recovering virions formed with only the 
targeting-capable chimeric envelope protein transcribed from the 
viral-genome . 

4 . A mini-genome of Sendai virus and a virion formed with only F protein 
packaging mini-genome by introducing NP, P, L and F gene to cells 

30 have been reported (Leyer et al., J Gen. Virol 79,683-687, 1998). 
A vector in which murine leukemia virus is turned into pseudo-type 
by Sendai F protein has also been reported (Spiegel et al . , J. Virol 
72, 5296-5302, 1998) . Also reported so far is the specific targeting 
of trypsin-cleaved F-protein to hepatocytes mediated by ASG-R (Bitzer 

35 et al., J. Virol. 71, 5481-5486, 1997) . The systems in former reports 
are transient particle-forming systems, which make it difficult to 
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continuously recover vector particles. Although Spiegel et al . has 
reported retrovirus vector turned into pseudo-type by Sendai F protein, 
this method carries intrinsic problems like the retrovirus being able 
to introduce genes to only mitotic cells. The virus particles 
5 recovered in the present invention with a FHN co-deficient SeV 
viral-genome and only the F protein as the envelope protein are 
efficient RNA vectors capable of autonomous replication in the 
cytoplasm irrespective of cell mitosis. They are novel virus 
particles, and is a practical system facilitating mass production. 

10 

[Example 10] Virus reconstitution and amplification ■ from 
FHN-def icient SeV genome 

The techniques of reconstitution of infectious virus particles 
from cDNA that cloned the viral genome has been established for many 
15 single strand minus strand RNA viruses such as the Sendai virus, 
measles virus. 

In most of the systems, reconstitution is carried out by 
introducing plasmids introduced with cDNA, NP, P, and L genes at the 
downstream of T7 promoter into cells and expressing cDNA and each 

20 gene using T7 polymerase. To supply T7 polymerase, recombinant 
vaccinia virus expressing T7 polymerase is mainly used. 

T7 expressing vaccinia virus can express T7 polymerase 
efficiently in most cells. Although, because of vaccinia 
virus-induced cytotoxicity, infected cells can live for only 2 or 

25 3 days . Inmost cases, rifampicin is used as an anti-vaccinia reagent . 
In the system of Kato et al. (Kato, A. et al., Genes cells 1, 569-579 
(1996)), AraC was used together with rifampicin for inhibiting 
vaccinia virus growth to a minimum level, and efficient reconstitution 
of Sendai virus . 

30 However, the reconstitution efficiency of minus strand RNA virus 

represented by Sendai virus is several particles or less in lx 10 5 
cells, far lower than other viruses such as retroviruses. 
Cytotoxicity due to the vaccinia virus and the complex reconstitution 
process (transcribed and translated protein separately attaches to 

35 bare RNA to form RNP-like structure, and after that, transcription 
and translation occurs by a polymerase) can be given as reasons for 
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this low reconstitution efficiency. 

In addition to the vaccinia virus, an adeno virus system was 
examined as a means for supplying T7 polymerase, but no good result 
was obtained. Vaccinia virus encodes RNA capping enzyme functioning 
5 in cytoplasm as the enzyme of itself in addition to T7 polymerase 
and it is thought that the enzyme enhances the translational efficiency 
by capping the RNA transcribed by T7 promoter in the cytoplasm. The 
present invention tried to enhance the reconstitution efficiency of 
Sendai virus by treating vaccinia virus with Psoralen-Long-Wave-UV 

10 method to avoid cytotoxicity due to the vaccinia virus. 

By DNA cross-linking with Psoralen and long-wave ultraviolet 
light, the state in which the replication of virus with DNA genome 
is inhibited, without effecting early gene expression in particular, 
can be obtained. The notable effect seen by inactivation of the virus 

15 in the system may be attributed to that vaccinia virus having a long 
genome (Tsung, K. et al . , J Virol 70, 165-171 (1996)). 

In the case of wildtype virus that can propagate autonomously, 
even a single particle of virus formed by reconstitution makes it 
possible for Sendai virus to be propagated by inoculating transfected 

20 cells to embryonated chicken eggs. Therefore, one does not have to 
consider of the efficiency of reconstitution and the residual vaccinia 
virus seriously. 

However, in the case of reconstitution of various mutant viruses 
for researching viral replication, particle formation mechanism, and 

25 so on, one may be obligated to use cell lines expressing a protein 
derived from virus and such, not embryonated chicken eggs, for 
propagation of the virus. Further, it may greatly possible that the 
mutant virus or deficient virus propagates markedly slower than the 
wild type virus. 

30 To propagate Sendai virus with such mutations , transfected cells 

should be overlaid onto cells of the next generation and cultured 
for a long period. In such cases, the reconstitution efficiency and 
residual titer of vaccinia virus may be problematic. In the present 
method, titer of surviving vaccinia virus was successfully decreased 

35 while increasing reconstitution efficiency. 

Using the present method, ■ a mutant virus that could have not 
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been ever obtained in the former system using a non-treated vaccinia 
virus was successfully obtained by reconstitution (F, FHN-def icient 
virus) . The present system would be a great tool for the 
reconstitution of a mutant virus, which would be done more in the 
future. Therefore, the present inventors examined the amount of 
Psoralen and ultraviolet light (UV) , and the conditions of vaccinia 
virus inactivation . 
<Experiment> 

First, Psoralen concentration was tested with a fixed 
irradiation time of 2 min. Inactivation was tested by measuring the 
titer of vaccinia virus by plaque formation, and by measuring T7 
polymerase activity by pGEM-luci plasmid under the control of T7 
promoter and mini-genome of Sendai virus. The measurement of T7 
polymerase activity of mini-genome of Sendai virus is a system in 
which cells are transf ected concomitantly with plasmid of mini-genome 
of Sendai virus and pGEM/NP, pGEM/P, and pGEM/L plasmids, which express 
NP-, P-, and L-protein of Sendai virus by T7, to examine transcription 
of luciferase enzyme protein by RNA polymerase of Sendai virus after 
the formation of ribonucleoprotein complex. 

After the 2 min UV irradiation, decrease in titer of vaccinia 
virus depending on psoralen concentration was seen. However, T7 
polymerase activity was unchanged for a Psoralen concentration up 
to 0, 0.3, and 1 (ig/ml, but decreased approximately to one tenth at 
10 ng/ml (Figure 28) . 

Furthermore, by fixing Psoralen concentration to 0.3 fig /ml, UV 
irradiation time was examined. In accordance with the increase of 
irradiation time, the titer of vaccinia virus was decreased, although 
no effect on T7 polymerase activity was found up to a 30 min irradiation . 
In this case, under the conditions of 0.3 jag/ml and 30 min irradiation, 
titer could be decreased down to 1/1000 without affecting T7 polymerase 
activity (Figure 29) . 

However, in vaccinia virus with a decreased titer of 1/1000, 
CPE 24 hours after infection at moi=2 calibrated to pretreatment titer 
(moi=0.002 as residual titer after treatment) was not different from 
that of non-treated virus infected at moi=2 (Figure 30) . 

Using vaccinia virus treated under the conditions described 
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above, the efficiency of reconstitution of Sendai virus was examined. 
Reconstitution was carried out by the procedure described below, 
modifying the method of Kato et al. mentioned above. LLC-MK2 cells 
were seeded onto 6-well microplates at 3x 10 5 cells/well, and after 
5 an overnight culture, vaccinia virus was diluted to the titer of 6x 
10 5 pfu/100 calibrated before PLWUV treatment, and infected to 
PBS-washed cells. One hour after infection, 100 jil of OPTI-MEM added 
with 1, 0.5, 1, and 4 yig of plasmid pGEM-NP, P, L, and cDNA, respectively, 
was further added with 10 \il Superfect (QIAGEN) and left standing 
10 for 15 min at room temperature, and after adding 1 ml OPTI-MEM (GIBCO) 
(containing Rif. and AraC) , was overlaid onto the cells. 

Two, three and four days after transf ection, cells were 

recovered, centrifuged, and suspended in 300 (il/well of PBS. 100 |il 
of cell containing solution made from the suspension itself, or by 

15 diluting the suspension by 10 or 100 folds, was inoculated to 
embryonated chicken eggs at day 10 following fertilization, 4 eggs 
for each dilution (lx 10 5 , lx 10 4 , and Ix 10 3 cells, respectively) . 
After 3 days, allantoic fluid was recovered from the eggs and the 
reconstitution of virus was examined by HA test (Table 1) . Eggs with 

20 HA activity was scored as 1 point, 10 points and 100 points for eggs 
inoculated with lx 10 5 , lx 10 4 , and lx 10 3 cells, respectively, to 
calculate the Reconstitution Score (Figure 31) . The formula is as 
shown in Table 1 . 

25 Table 1. Effect of the duration of UV treatment of vaccinia virus 
on reconstitution efficiency of Sendai virus 



54 



The number of H A-positive eggs (b) 
2d 3d 4d 


o 

CO 




o 


o 




o 

CO 






o 




LO 


CO 


o 


o 


CO 


o 




o 


o 


T-H 


o 

CO 






CO 


CO 


o 

CO 




CO 


o 


CO 


Co 

1— 1 


CO 


CO 


1— ( 


CO 
CO 
t— ( 


o 


o 


o 


o 


o 


o 

CO 




CO 


r- I 


r-H 


b 

CM 


TP 


CO 


o 


CO 


Co 


CO 


1—1 


o 


CO 

rH 


b 




o 


o 


1— 1 


Score (a) 


i— i 
1— 1 


10 (a2) 


CO 
Ctf 

o 
o 

rH 


XI 
X 

CO 
CO 

+ 

CO 

cd 

+ 

i-H 


Then mber 
ofinoc lated 
cells 


o 

1—1 


o 

rH 


CO 

o 

T— ( 


Reconsti- 
tution Score 



x> 

CO 

+ 

CO 

4- 



u 
m 

c 

o 



0Q 

§ 



Also, residual titers of vaccinia virus measured at 2, 3, and 
4 days after transfection within cells were smaller in the treated 
group in proportion to the titer given before transfection (Figure 
32) . 

By inactivating vaccinia virus by PLWUV, titer could be 
decreased down to 1/1000 without affecting T7 polymerase activity. 
However, CPE derived from vaccinia virus did not differ from that 
of non-treated virus with a 1000 fold higher titer as revealed by 
microscopic observations . 

Using vaccinia virus treated with the condition described above 
for reconstitution of Sendai virus, reconstitution efficiency 
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increased from ten to hundred folds (Figure 31) . At the same time, 
residual titer of vaccinia virus after transfection was not 5 pfu/10 5 
cells or more. Thus, the survival of replicable vaccinia virus was 
kept at 0.005% or less. 

5 

[Example 11] Construction of pseudotype Sendai virus 
<1> Preparation of helper cells in which VSV-G gene product is induced 
Because VSV-G gene product has a cytotoxicity, stable 
transformant was created in LLOMK2 cells using plasmid pCALNdLG (Arai 

10 T. etal., J. Virology 72 (1998) plll5-1121) in which VSV-G gene product 
can be induced by Cre recombinase. Introduction of plasmid into 
LLC-MK2 cells was accomplished by calcium phosphate method 
(CalPhosTMMammalian Transfection Kit, Clontech) , according to 
accompanying manual. 

15 Ten micrograms of plasmid pCALNdLG was introduced into LLC-MK2 

cells grown to 60% confluency in a 10 cm culture dish. Cells were 
cultured for 24 hours with 10 ml MEM-FCS 10% medium in a 5% C0 2 incubator 
at 37°C. After 24 hours, cells were scraped off and suspended in 10 
ml of medium, and then using five 10 cm culture dishes, 1, 2 and 2 

20 dishes were seeded with 5 ml, 2 ml and 0.5 ml, respectively. Then 
they were cultured for 14 days in 10 ml MEM-FCS 10% medium containing 
1200 |ig/ml G418 (GIBCO-BRL) with a medium change on every other day 
to select stable transf ormants . Twenty-eight clones resistant to 
G418 grown in the culture were recovered using cloning rings. Each 

25 clone was expanded to confluency in a 10 cm culture dish. 

For each clone, the expression of VSV-G was examined by Western 
blotting described below using anti-VSV-G monoclonal antibody, after 
infection with recombinant adenovirus AxCANCre containing Cre 
recombinase . 

30 Each clone was grown in a 6 cm culture dish to confluency, and 

after that, adenovirus AxCANCre was infected at MOI=10 by the method 
of Saito et al. (see above), and cultured for 3 days. After removing 
the culture supernatant, the cells were washed with PBS, and detached 
from the culture dish by adding 0 . 5 ml PBS containing 0.05% trypsin 

35 and 0.02% EDTA (ethylenediaminetetraacetic acid) and incubating at 
37°C, 5 min. After suspending in 3 ml PBS, the cells were collected 



by centrifugation at 1500x g, 5 min. The cells obtained were 
resuspended in 2 ml PBS, and then centrifuged again at 1500x g, 5 
min to collect cells. 

The cells can be stored at -20°C / and can be used by thawing 
according to needs. The collected cells were lysed in 100 \xl cell 
lysis solution (RIPA buffer, Boehringer Mannheim) , and using whole 
protein of the cells (lx 10 5 cells per lane) Western blotting was 
performed. Cell lysates were dissolved in SDS-polyacrylamide gel 
electrophoresis sample buffer (buffer comprising 6 mM Tris-HCl 
(pH6.8), 2% SDS, 10% glycerol, 5% 2-mercaptoethanol ) and subjected 
as samples for electrophoresis after heating at 95°C, 5 min. The 
samples were separated by electrophoresis using SDS-polyacrylamide 
gel (Multigel 10/20, Daiichi Pure Chemicals Co., Ltd), and the 
separated protein was then transferred to transfer membrane 
(Immobilon-P Transf erMembranes, Millipore) by semi-dry blotting 
method. Transfer was carried out using transfer membrane soaked with 
100% methanol for 20 sec and with water for 1 hour, at a 1 mA/cm 2 constant 
current for 1 hour. 

The transfer membrane was shaken in 40 ml of blocking solution 
(Block-Ace, Snow Brand Milk Products Co., Ltd.) for 1 hour, and washed 
once in PBS . 

The transfer membrane and 5 ml anti-VSV-G antibody (clone P4D4, 
Sigma) diluted 1/1000 by PBS containing 10% blocking solution were 
sealed in a vinyl-bag and left to stand at 4°C. 

The transfer membrane was soaked twice in 40 ml of PBS-0 . 1% Tween 
20 for 5 min, and after the washing, soaked in PBS for 5 min for washing. 

The transfer membrane and 5 ml of anti-mouse IgG antibody labeled 
with peroxidase (anti-mouse immunoglobulin, Amersham) diluted to 
1/2500 in PBS containing 10% blocking solution were sealed in vinyl-bag 
and were shaken at room temperature for 1 hour. 

After shaking, the transfer membrane was soaked twice in 
PBS-0. 1% Tween 20 for 5 min, and after the washing, soaked in PBS 
for 5 min for washing. 

The detection of proteins on the membrane crossreacting with 
anti-VSV-G antibody was carried out by the luminescence method (ECL 
Western blotting detection reagents, Amersham) . The result is shown 
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in Figure 33. Three clones showed AxCANCre infection specific VSV-G 
expression, confirming the establishment of LLC-MK2 cells in which 
VSV-G gene product can be induced. 

One clone among the clones obtained, named as LLCG-L1, was 
5 subjected to flow cytometry analysis using anti-VSV antibody (Figure 
34) . As a result, reactivity with antibody specific to VSV-G gene 
induction was detected in LLCG-L1, confirming that VSV-G protein is 
expressed on the cell surface. 

10 <2> Preparation of pseudotype Sendai virus comprising a genome 
deficient in the F gene using helper cells 

Sendai virus comprising a genome deficient in F gene was infected 
to VSV-G gene expressing cells, and whether production of pseudotype 
virus with VSV-G as capsid can be seen or not was examined using 

15 F-def icient Sendai virus comprising GFP gene described in the examples 
above, and the expression of GFP gene as an index. As a result, in 
LLCG-L1 without infection of recombinant adenovirus AxCANCre 
comprising Cre recombinase, viral gene was introduced by F-deficient 
Sendai virus infection and GFP-expressing cells were detected, 

20 although the number of expressing cells was not increased. In VSV-G 
induced cells, chronological increase of GFP-expressing cells was 
found. When 1/5 of supernatants were further added to newly VSV-G 
induced cells , no gene introduction was seen in the former supernatant, 
while the increase of GFP-expressing cells as well as gene introduction 

25 were found in the latter supernatant. Also, in the case that 
supernatant from latter is added to LLCG-L1 cells without induction 
of VSV-G, gene was introduced, but increase of GFP-expressing cells 
was not seen. Taken together, virus propagation specific to VSV-G 
expressing cells was found, and pseudotype F-deficient virus 

30 formation with VSV-G was found. 

<3> Evaluation of conditions for producing pseudotype Sendai virus 
with F gene-deficient genome 

A certain amount of pseudotype Sendai viruses with F 
gene-deficient genomes was infected changing the amount of AxCANCre 

35 infection (MOI=0, 1.25, 2.5, 5, and 10) and culture supernatant was 
recovered at day 7 or day 8. Then, the supernatant was infected to 
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the cells before and after induction of VSV-G, and after 5 days, number 
of cells expressing GFP was compared to see the effect of amount of 
VSV-G gene expression. As a result, no virus production was found 
at MOI=0 and maximum production was found at MOI=10 (Figure 35) . In 
addition, when time course of virus production was analyzed, the 
production level started to increase from day 5 or after, persisting 
to day 8 (Figure 36) . The measurement of virus titer was accomplished 
by calculating the number of particles infected to cells in the virus 
solution (CIU) , by counting GFP-expressing cells 5 days after 
infection of serially (10 fold each) diluted virus solutions to cells 
not yet induced with VSV-G. As a result, the maximal virus production 
was found to be 5x 10 5 ClU/ml. 

<4> Effect of anti-VSV antibody on infectiousness of pseudotype Sendai 
virus with F gene-deficient genome 

As to whether pseudotype Sendai virus with F gene-deficient 
genome obtained by using VSV-G expressing cells comprises VSV-G 
protein in the capsid, the neutralizing activity of whether 
infectiousness will be affected was evaluated using anti-VSV antibody. 
Virus solution and antibody were mixed and lest standing at room 
temperature for 30 min, and then infected to LLCG-L1 cells without 
VSV-G induction. On day 5, gene-introducing capability was examined 
by the existence of GFP-expressing cells. As a result, perfect 
inhibition of infectiousness was seen by the anti-VSV antibody, 
whereas in Sendai virus with F gene-deficient genome having the 
original capsid, the inhibition was not seen (Figure 37) . Therefore, 
it was clearly shown that the present virus obtained is a pseudotype 
Sendai virus comprising VSV-G protein in its capsid, in which 
infectiousness of the virus can be specifically inhibited by an 
antibody. 

<5> Confirmation of pseudotype Sendai virus's possession of 
F-def icient genome 

Western blotting analysis of cell extract of infected cells was 
carried out to examine if the present virus propagated in cells 
expressing. VSV-G gene is the .F-def icient type. Western analysis was 
accomplished by the method described above . As the primary antibodies , 
anti-Sendai virus polyclonal antibody prepared from rabbit, anti-F 
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protein monoclonal antibody prepared from mouse, and anti-HN protein 
monoclonal antibody prepared from mouse were used. As the secondary 
antibodies, anti-rabbit IgG antibody labeled with peroxidase in the 
case of anti-Sendai virus polyclonal antibody, and anti-mouse IgG 
antibody labeled with peroxidase in the case of anti-F protein 
monoclonal antibody and anti-HN protein monoclonal antibody, were 
used. As a result, F protein was not detected, whereas protein derived 
from Sendai virus and HN protein were detected, confirming it is 
F-deficient type. 

<6> Preparation of pseudotype Sendai virus with F and HN gene-deficient 
genome by using helper cells 

Whether the production of pseudotype virus with VSV-G in its 
capsid is observed after the infection of Sendai virus with F and 
HN gene-deficient genome to LLCG-L1 cells expressing VSV-G gene was 
analyzed using GFP gene expression as the indicator and F and HN 
gene-deficient Sendai virus comprising GFP gene described in examples 
above, by a similar method as described in examples above . As a result, 
virus propagation specific to VSV-G expressing cells was observed, 
and the production of F and HN deficient Sendai virus that is a 
pseudotype with VSV-G was observed (Figure 38) . The measurement of 
virus titer was accomplished by calculating the number of particles 
infected to cells in the virus solution (CIU) , by counting 
GFP-expressing cells 5 days after infection of serially (10 fold each) 
diluted virus solutions to cells not yet induced with VSV-G. As a 
result, the maximal virus production was lx 10 6 ClU/ml. 
<7> Confirmation of pseudotype Sendai virus's possession of F and 
HN deficient genome 

Western blotting of proteins in cell extract of infected cells 
was carried out to analyze whether the present virus propagated in 
VSV-G expressing cells are the F and HN deficient type. As a result, 
F and HN proteins were not detected, whereas proteins derived from 
Sendai virus were detected, confirming that it is F and HN deficient 
type (Figure 39) . 

[Example 12] Analysis of virus reconstitution method 
Conventional method> 
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LLC-MK2 cells were seeded onto 100 nun culture dishes at 5x 10 6 
cells/dish. After a 24 hour culture, the cells were washed once with 
MEM medium without serum, and then infected with recombinant vaccinia 
virus expressing T7 RNA polymerase (Fuerst, T.R. et al., Proc. Natl. 
Acad. Sci. USA 83, 8122-8126 1986) (vTF7-3) at room temperature for 
1 hour (moi=2) (moi=2 to 3, preferably moi=2 is used) . The virus used 
herein, was pretreated with 3 jig/ml psoralen and long-wave ultraviolet 
light (365 nm) for 5 min. Plasmids pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, 
and pGEM/L (Kato, A. et al . , Genes cells 1, 569-579(1996)) were 
suspended in Opti-MEM medium (GIBCO) at ratio of 12 jag, 4 \xq, 2 jig, 
and 4 (ig/dish, respectively. Then, SuperFect transfection reagent 
(1 jig DNA/5 jxl, QIAGEN) was added and left to stand at room temperature 
for 15 min and 3 ml Opti-MEM medium containing 3% FBS was added. 
Thereafter, the cells were washed twice with MEM medium without serum, 
and DNA-SuperFect mixture was added. After a 3 hr culture, cells were 
washed twice with MEM medium without serum, and cultured 70 hours 
in MEM medium containing 40 |ig/ml cytosine p-D-arabinof uranoside (AraC, 
Sigma) . Cells and culture supernatant were collected as P0-d3 samples . 
Pellets of P0-d3 were suspended in Opti-MEM medium (10 7 cells/ml) . 
They were f reeze-thawed three times and then mixed with lipofection 
reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 ]il DOSPER) and left 
to stand at room temperature for 15 min. Then, F expressing LLC-MK2/F7 
cells were transfected with the mixture (10 6 cells/well in 24-well 
plate) and cultured with MEM medium without serum (containing 40 |ig/ml 
AraC and 7.5 ^ig/ml trypsin) . Culture supernatants were recovered on 
day 3 and day 7 and were designated as Pl-d3 and Pl-d7 samples. 
<Envelope plasmid + F expressing cells overlaying method> 

Transfection was carried out similarly as described above, 
except that 4 ^ig/dish envelope plasmid pGEM/FHN was added. After a 
3 hr culture, cells were washed twice with MEM medium without serum, 
and cultured 48 hours in MEM medium containing 40 |ug/ml cytosine 
p-D-arabinof uranoside (AraC, Sigma) and 7.5 jug/ml trypsin. After 
removing the culture supernatant, cells were overlaid with 5 ml cell 
suspension solution of a 100 mm dish of F expressing LLC-MK2/F7 cells 
suspended with MEM medium without serum (containing 40 jxg/ml AraC 
and 7.5 (ig/ml trypsin) . After a 48 hr culture, cells and supernatants 
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were recovered and designated as P0-d4 samples. Pellets of P0-d4 
samples were suspended in Opti-MEM medium (2x 10 7 cells/ml) and 
f reeze-thawed three times. Then F expressing LLC-MK2/F7 cells were 
overlaid with the suspension (2x 10 6 cells/well, 24-well plate) and 
5 cultured in MEM medium without serum (containing 40 jig/ml AraC and 
7.5 jig/ml trypsin) . Culture supernatants were recovered on day 3 and 
day 7 of the culture, designated as Pl-d3 and Pl-d7 samples, 
respectively. As a control, experiment was carried out using the same 
method as described above, but without overlaying and adding only 

10 the envelope plasmid. 

<CIU (Cell Infectious Units) measurement by counting GFP-expressing 
cells (GFP-CIU)> 

LLC-MK2 cells were seeded onto a 12-well plate at 2x 10 5 
cells/well, and after 24 hr culture the wells were washed once with 

15 MEM medium without serum. Then, the cells were infected with 100 
jul/well of appropriately diluted samples described above (P0-d3 or 
P0-d4, Pl-d3, and Pl-d7), in which the samples were diluted as 
containing 10 to 100 positive cells in 10 cm 2 . After 15 min, 1 ml/well 
of serum-free MEM medium was added, and after a further 24 hr culture, 

20 cells were observed under fluorescence microscopy to count 
GFP-expressing cells . 

Measurement of CIU (Cell Infectious Units) > 

LLC-MK2 cells were seeded onto a 12-well plate at 2x 10 5 
cells/dish and after a 24 hr culture, cells were washed once with 

25 MEM medium without serum. Then, the cells were infected with 100 
|nl/well of samples described above, in which the virus vector contained 
is designated as SeV/AF-GFP. After 15 min, 1 ml/well of MEM medium 
without serum was added and cultured for a further 24 hours. After 
the culture, cells were washed with PBS (-) three times and were dried 

30 up by leaving standing at room temperature for approximately 10 min 
to 15 min. To fix cells, 1 ml/well acetone was added and immediately 
removed, and then the cells were dried up again by leaving to stand 
at room temperature for approximately 10 min to 15 min. 300 (il/well 
of anti-SeV polyclonal antibody (DN-1) prepared from rabbit, 100-fold 

35 diluted with PBS (-) was added to cells were and incubated for 45 
min at 37°C. Then, they were washed three times with PBS (-) and 300 
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fil/well of anti-rabbit IgG (H+L) fluorescence-labeled second antibody 
(Alexa™568, Molecular Probes ) , 200-fold diluted with PBS (-) was added 
and incubated for 45 min at 37°C. After washing with PBS (-) three 
times, the cells were observed under fluorescence microscopy 
5 (Emission: 560 nm, Absorption: 645 nm filters, Leica) to find 
florescent cells (Figure 40) . 

As controls, samples described above ( SeV/AF-GFP) were infected 
at 100 (il/well, and after 15 min 1 ml/well of MEM without serum was 
added, and after a 24 hr culture, cells were observed under 
10 fluorescence microscopy (Emission: 360 nm, Absorption: 470 nm filters, 
Leica) to find GFP-expressing cells, without the process after the 
culture. 

[Example 13] Evaluation of the most suitable PLWUV (Psoralen and 
15 Long-Wave UV light) treatment conditions for vaccinia virus (vTF7-3) 
for increasing reconstitution efficiency of deficient-type Sendai 
virus vector 

LLC-MK2 cells were seeded onto 100 mm culture dishes at 5x 10 6 
cells/dish, and after a 24 hr culture, the cells were washed once 

20 with MEM medium without serum. Then, the cells were infected with 
recombinant vaccinia virus (vTF7-3) (Fuerst, T.R. et al., Proc. Natl. 
Acad. Sci. USA 83, 8122-8126(1986)) expressing T7 RNA polymerase at 
room temperature for 1 hour (moi=2) (moi=2 to 3, preferably moi=2 is 
used). The virus used herein, was pretreated with 0.3 to 3 |ig/ml 

25 psoralen and long-wave ultraviolet light (365 nm) for 2 to 20 min. 
Plasmids pSeV18 + /AF-GFP, pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al., 
Genes cells 1, 569-579 (1996)) were suspended in Opti-MEM medium 
(GIBCO) at ratio of 12 jag, 4 2 ^g, and 4 jag/dish, respectively. 

Then, SuperFect transfection reagent (1 \xq DNA/5 QIAGEN) was added 

30 and left to stand at room temperature for 15 min and 3 ml Opti-MEM 
medium containing 3% FBS was added. Thereafter, the cells were washed 
twice with MEM medium without serum, and then DNA-SuperFe'ct mixture 
was added. After a 3 hr culture, cells were washed twice with MEM 
medium without serum, and cultured 48 hours in MEM medium containing 

35 40 |ug/ml cytosine p-D-arabinofuranoside (AraC, Sigma) . 
Approximately 1/20 of field of view in 100 mm culture dish was observed 



63 



by a fluorescence microscope and GFP-expressing cells were counted. 
To test the inactivation of vaccinia virus (vTF7-3) , titer measurement 
by plaque formation (Yoshiyuki Nagai et al., virus experiment 
protocols, p291-296, 1995) was carried out. 

Further, fixing the timing of recovery after transfection to 
day 3, psoralen and UV irradiation time were examined. Using vaccinia 
virus (vTF7-3) treated with each PLWUV treatment, reconstitution 
efficiency of Sendai virus was examined. Reconstitution was carried 
out by modifying the method of Kato et al., namely by the procedure 
described below. LLC-MK2 cells were seeded onto a 6-well microplate 
at 5x 10 5 cells/well, and after an overnight culture (cells were 
considered to grow to lx 10 6 cells /well) , PBS washed cells were infected 
with diluted vaccinia virus (vTF7-3) at 2x 10 6 pfu/100 \il calibrated 
by titer before PLWUV treatment. After a 1 hour infection, 50 jxl of 
Opti-MEM medium (GIBCO) was added with 1, 0.5, 1, and 4 ^g of plasmid 
pGEM/NP, pGEM/P, pGEM/L, and additional type SeV cDNA (pSeV18 + b 
( + ) ) (Hasan, M. K. et al . , J. General Virology 78 : 2813-2820, 1997), 
respectively. 10 |Lil SuperFect (QIAGEN) was further added and left 
to stand at room temperature for 15 min. Then, 1 ml of Opti-MEM 
(containing 40 (ag/ml AraC) was added and overlaid onto the cells. 
Cells were recovered 3 days after transfection, then centrifuged and 
suspended in 100 ^il/well PBS. The suspension was diluted 10, 100, 
and 1000-fold and 100 |^1 of resultant cell solution was inoculated 
into embryonated chicken eggs 10 days after fertilization, using 3 
eggs for each dilution (lx 10 5 , lx 10 4 and lx 10 3 cells, respectively) . 
After 3 days, allantoic fluid was recovered from the eggs and virus 
reconstitution was examined by HA test. To calculate reconstitution 
efficiency, eggs showing HA activity that were inoculated with lx 
10 5 cells, lx 10 4 cells and lx 10 3 cells, were counted as 1, 10, and 
100 point (s), respectively. 
<Results> 

Results of Examples 12 and 13 are shown in Figures 40 to 43, 
and Table 2 . The combination of envelope expressing plasmid and cell 

overlay increased the reconstitution efficiency of SeV/AF-GFP. 
Notable improvement was obtained in d3 to d4 (day 3 to day4) of P0 
(before subculture) (Figure 41). In Table 2, eggs were inoculated with 
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cells 3 days after transf ection . The highest reconstitution 
efficiency was obtained in day 3 when treated with 0.3 jig/ml psoralen 
for 20 min. Thus, these conditions were taken as optimal conditions 
(Table 2) . 

Table 2 : Effect of PLWUV treatment of vaccinia virus on reconstitution 
of Sendai virus 
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[Example 14] Preparation of LacZ-comprising, F-deficient, 
GFP-non-comprising Sendai virus vector 

Construction of F-deficient type, LacZ gene-comprising SeV vector 
cDNA> 

To construct cDNA comprising LacZ gene at Not I restriction site 
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existing at the upstream region of NP gene of pSeV18 + /AF described 
in Example 1 (pSeV ( +18 : LacZ ) /AF) , PCR was performed to amplify the 
LacZ gene. PCR was carried out by adjusting LacZ gene to multiples 
of 6 (Hausmann, S et al., RNA 2, 1033-1045 (1996)) and using primer 
(5' -GCGCGGCCGCCGTACGGTGGCAACCATGTCGTTTACTTTGACCAA-3' /SEQ ID NO: 
17) comprising Not I restriction site for 5' end, and primer 
(5' -GCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGCGTACGCTATTACTTC 
TGACACCAGACCAACTGGTA-3' /SEQ ID NO: 18) comprising transcription 
termination signal of SeV (E) , intervening sequence (I), 
transcription initiation signal (S) , and Not I restriction site for 
3' end, using pCMV-p (Clontech) as template. The reaction conditions 
were as follows. 50 ng pCMV-(3, 200 jiM dNTP (Pharmacia Biotech), 100 
pM primers, 4 U Vent polymerase (New England Biolab) were mixed with 
the accompanying buffer, and 25 reaction temperature cycles of 94 °C 
30 sec, 50°C 1 min, 72 °C 2 min were used. Resultant products were 
electrophoresed with agarose gel electrophoreses. Then, 3.2 kb 
fragment was cut out and digested with NotI after purification. 
pSeV (+18 :LacZ) /AF was obtained by ligating with NotI digested 
fragment of pSeV18+/AF. 
Conventional method> 

LLC-MK2 cells were seeded onto 100 mm culture dish at 5x 10 6 
cells/dish, and after a 24 hour culture, the cells were washed once 
with MEM medium without serum. Then, the cells were infected with 
recombinant vaccinia virus (vTF7-3) (Fuerst, T.R. et al., Proc. Natl. 
Acad. Sci. USA 83, 8122-8126 (1986)) expressing T7 RNA polymerase 
at room temperature for 1 hour (moi=2) (moi=2 to 3, preferably moi=2 
is used) . The virus used herein was pretreated with 3 (ig/ml psoralen 
and long-wave ultraviolet light (3 65 nm) for 5 min. LacZ comprising, 
F-deficient type Sendai virus vector cDNA (pSeV ( + 18 : LacZ ) AF) , 
pGEM/NP, pGEM/P, and pGEM/L (Kato, A. et al . , Genes Cells 1, 569-579 
(1996)) were suspended in Opti-MEM medium (GIBCO) at a ratio of 12 
|ug, 4 jug, 2 (ig, and 4 jag/dish, respectively, 4 jag/dish envelope plasmid 
pGEM/FHN and SuperFect transfection reagent (1 |ug DNA/5 |ul, QIAGEN) 
were added and left to stand at room temperature for 15 min. Then, 
3 ml Opti-MEM medium containing 3% FBS was added and the cells were 
washed twice with MEM medium without serum, and then the DNA-SuperFect 
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mixture was added. After a 3 hr culture, cells were washed twice with 
MEM medium without serum, and cultured 24 hours in MEM medium 
containing 4 0 jug/ml cytosine p-D-arabinof uranoside (AraC, Sigma) and 
7.5 fig /ml trypsin. Culture supernatants were removed and 5 ml of 
5 suspension of a 100 mm culture dish of F expressing LLC-MK2/F7 cells 

in MEM medium without serum (containing 40 fig/ml AraC and 7.5 jig/ml 
trypsin) was overlaid onto the cells. After further a 48 hr culture, 
the cells and supernatants were recovered and designated as P0-d3 
samples. The P0-d3 pellets were suspended in Opti-MEM medium (2x 10 7 
10 cells/ml) and after 3 times of f reeze-thawing, were mixed with 
lipofection reagent DOSPER (Boehringer Mannheim) (10 6 cells/25 til 
DOSPER) and left to stand at room temperature for 15 min. Then, F 
expressing LLC-MK2/F7 cells were transfected with the mixture (10 6 
cells/well, 24-well plate) and cultured with MEM medium without serum 

15 (containing 40 |ig/ml AraC and 7.5 |ug/ml trypsin). The culture 
supernatants were recovered on day 7, and designated as Pl-d7 samples. 
Further, total volumes of supernatants were infected to F expressing 
LLC-MK2/F7 cells seeded onto 12-well plates at 37 °C for 1 hour. Then, 
after washing once with MEM medium, the cells were cultured in MEM 

20 medium without serum (containing 40 jig/ml AraC and 7 . 5 (ig/ml trypsin) . 
The culture supernatants were recovered on day 7, and were designated 
as P2-d7 samples. Further, total volumes of supernatants were 
infected to F expressing LLC-MK2/F7 cells seeded onto 6-well plates 
at 37 °C for 1 hour. Then, after washing once with MEM medium, the 

25 cells were cultured in MEM medium without serum (containing 7.5 (ig/ml 
trypsin) . The culture supernatants were recovered on day 7, and were 
designated as P3-d7 samples. Further, total volumes of supernatants 
were infected to F expressing LLC-MK2/F7 cells seeded onto 10 cm plates 
at 37 °C for 1 hour. Then, after washing once with MEM medium, the 

30 cells were cultured in MEM medium without serum (containing 4 0 jag /ml 
AraC and 7.5 (ig/ml trypsin) . The culture supernatants were recovered 
on day 7, and were designated as P4-d7 samples. 

<Measurement of CIU by counting LacZ-expressing cells (LacZ-CIU)> 
LLC-MK2 cells were seeded onto 6-well plate at 2 . 5x 10 6 
35 cells/well, and after a 24 hr culture, the cells were washed once 
with MEM medium without serum and infected with 1/10 fold serial 
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dilution series of P3-d7 made using MEM medium at 37°C for 1 hour. 
Then, the cells were washed once with MEM medium and 1 . 5 ml MEM medium 
containing 10% serum was added. After a three day culture at 37 °C, 
cells were stained with (3-Gal staining kit (Invitrogen) . Result of 
experiment repeated three times is shown in Figure 44. As the result 
of counting LacZ staining positive cell number, lx 10 6 ClU/ml virus 
was obtained in P3-d7 samples in any case. 

[Example 15] Regulation of gene expression levels using polarity 
effect in Sendai virus 
Construction of SeV genomic cDNA> 

Additional NotI sites were introduced into Sendai virus (SeV) 
full length genomic cDNA, namely pSeV(+) (Kato, A. et al . , Genes to 
Cells 1: 569-579, 1996), in between start signal and ATG translation 
initiation signal of respective genes. Specifically, fragments of 
pSeV(+) digested with Sphl/Sall (2645 bp), Clal (3246 bp), and 
Clal/EcoRI (5146 bp) were separated with agarose gel electrophoreses 
and corresponding bands were cut out and then recovered and purified 
with QIAEXII Gel Extraction System.QIAGEN.as shown in Figure 45(A). 
The Sphl/Sall digested fragment, Clal digested fragment, and 
Clal/EcoRI digested fragment were ligated to LITMUS38 (NEW ENGLAND 
BIOLABS ) , pBluescriptll KS+ (STRATAGENE) , and pBluescriptll KS+ 

(STRATAGENE) , respectively, for subcloning. Quickchange 
Site-Directed Mutagenesis kit (STRATAGENE) was used for successive 
introduction of NotI sites. Primers synthesized and used for each 
introduction were, sense strand: 

5' -ccaccgaccacacccagcggccgcgacagccacggcttcgg-3' (SEQ ID NO: 19), 
antisense strand: 5' -ccgaagccgtggctgtcgcggccgctgggtgtggtcggtgg-3' 
(SEQ ID NO: 20) for NP-P, sense strand: 

5' -gaaatttcacctaagcggccgcaatggcagatatctatag-3' (SEQ ID NO: 21), 
antisense strand: 5' -ctatagatatctgccattgcggccgcttaggtgaaatttc-3' 
(SEQ ID NO: 22) for P-M, sense strand: 

5 ' -gggataaagtcccttgcggccgcttggttgcaaaactctcccc-3' (SEQ ID NO: 23), 
antisense strand: 
5' -ggggagagttttgcaaccaagcggccgcaagggactttatccc-3' (SEQ ID NO: 24) 
for M-F, sense strand: 
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5' -ggtcgcgcggtactttagcggccgcctcaaacaagcacagatcatgg-3' (SEQ ID NO: 

25) , antisense strand: 
5' -ccatgatctgtgcttgtttgaggcggccgctaaagtaccgcgcgacc-3' (SEQ ID NO: 

26) for F-HN, sense strand: 
5 5' -cctgcccatccatgacctagcggccgcttcccattcaccctggg-3' (SEQ ID NO: 27) , 

antisense strand: 
5' -cccagggtgaatgggaagcggccgctaggtcatggatgggcagg-3' (SEQ ID NO: 28) 
for HN-L. 

As templates, Sall/SphI fragment for NP-P, Clal fragments for 
10 P-M and M-F, and Clal/EcoRI fragments for F-HN and HN-L, which were 
subcloned as described above were used, and introduction was carried 
out according to the protocol accompanying Quickchange Site-Directed 
Mutagenesis kit. Resultants were digested again with the same enzyme 
used for subcloning, recovered, and purified. Then, they were 

15 assembled to Sendai virus genomic cDNA. As a result, 5 kinds of genomic 
cDNA of Sendai virus (pSeV(+)NPP, pSeV(+)PM, pSeV(+)MF, pSeV(+)FHN, 
and pSeV( + )HNL) in which NotI sites are introduced between each gene 
were constructed as shown in Figure 45 (B) . 

As a reporter gene to test gene expression level, human secreted 

20 type alkaline phosphatase (SEAP) was subcloned by PCR. As primers, 
5' primer: 5' -gcggcgcgccatgctgctgctgctgctgctgctgggcctg-3' (SEQ ID 
NO: 2 9) and 3' primer: 

5' -gcggcgcgcccttatcatgtctgctcgaagcggccggccg-3' (SEQIDNO: 30) added 
with AscI restriction sites were synthesized and PCR was performed. 

25 pSEAP-Basic (CLONTECH) was used as template and Pfu turbo DNA 
polymerase (STRATAGENE) was used as enzyme. After PCR, resultant 
products were digested with AscI, then recovered and purified by 
electrophoreses. As plasmid for subcloning, pBluescriptll KS+ 
incorporated in its NotI site with synthesized double strand DNA [sense 

30 strand: 

5' -gcggccgcgtttaaacggcgcgccatttaaatccgtagtaagaaaaacttagggtgaaagt 
tcatcgcggccgc-3' (SEQ ID NO: 31), antisense strand: 
5' -gcggccgcgatgaactttcaccctaagtttttcttactacggatttaaatggcgcgccgtt 
taaacgcggccgc-3' (SEQ ID NO: 32)] comprising multicloning site 
35 (Pmel-Ascl-Swal) and termination signal-intervening 

sequence-initiation signal was constructed (Figure 46) . To AscI site 
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of the plasmid, recovered and purified RCR product was ligated and 
cloned. The resultant was digested with NotI and the SEAP gene 
fragment was recovered and purified by electrophoreses to ligate into 
5 types of Sendai virus genomic cDNA and NotI site of pSeV18+ 
5 respectively. The resultant virus vectors were designated as 
pSeV(+)NPP/SEAP, pSeV ( + ) PM/SEAP, pSeV (+) MF/SEAP, pSeV (+) FHN/SEAP, 
pSeV(+)HNL/SEAP, and pSeV18 (+) /SEAP, respectively. 
<Virus reconstitution> 

LLC-MK2 cells were seeded onto 100 mm culture dishes at 2x 10 6 

10 cells/dish, and after 24 hour culture the cells were infected with 
recombinant vaccinia virus ( PLWUV-VacT7 ) (Fuerst, T.R. et al., Proc. 
Natl. Acad. Sci. USA 83: 8122-8126, 1986, Kato, A. et al., Genes Cells 
1: 569-579, 1996) expressing T7 polymerase for 1 hour (moi=2) at room 
temperature for 1 hour, in which the virus was pretreated with psoralen 

15 and UV . Each Sendai virus cDNA incorporated with SEAP, pGEM/NP, pGEM/P, 
and pGEM/L were suspended in Opti-MEM medium (GIBCO) at ratio of 12 

\iq, 4 jig, 2 jig, and 4 jig/dish, respectively, 110 jxl of SuperFect 
transfection reagent (QIAGEN) was added, and left to stand at room 
temperature for 15 min and 3 ml Opti-MEM medium containing 3% FBS 
20 was added. Then, the cells were washed and DNA-SuperFect mixture was 
added. After a 3 to 5 hour culture, cells were washed twice with MEM 
medium without serum, and cultured 72 hours in MEM medium containing 
cytosine p-D-arabinof uranoside (AraC) . These cells were recovered 
and the pellets were suspended with 1 ml PBS, f reeze-thawed three 

25 times . The 100 jil of resultant was inoculated into chicken eggs, which 
was preincubated 10 days, and further incubated 3 days at 35°C, then, 
allantoic fluid was recovered. The recovered allantoic fluids were 
diluted to 10" 5 to 10~ 7 and re-inoculated to chicken eggs to make it 
vaccinia virus-free, then recovered similarly and stocked in aliquots 

30 at -80 °C. The virus vectors were designated as SeVNPP/SEAP, 
SeVPM/SEAP, SeVMF/SEAP, SeVFHN/SEAP, SeVHNL/ SEAP, and SeV18/SEAP. 
<Titer measurement by plaque assay> 

CV-1 cells were seeded onto 6-well plates at 5x 10 5 cells/well 
and cultured for 24 hours. After washing with PBS, cells were 

35 incubated 1 hour with recombinant SeV diluted as 10" 3 , 10" 4 , 10~ 5 , 10" 6 
and 10" 7 by BSA/PBS ( 1% BSA in PBS ) , washed again with PBS , then overlaid 
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with 3 ml/well of BSA/MEM/agarose (0.2% BSA + 2x MEM, mixed with 
equivalent volume of 2% agarose) and cultured at 37°C, 0.5% C0 2 for 
6 days . After the culture, 3 ml of ethanol/acetic acid (ethanol : acetic 
acid=l:5) was added and left to stand for 3 hours, then removed with 
5 agarose. After washing three times with PBS, cells were incubated 
with rabbit anti-Sendai virus antibody diluted 100-folds at room 
temperature for 1 hour. Then, after washing three times with PBS, 
cells were incubated with Alexa Flour™ labeled goat anti rabbit 
Ig(G+H) (Molecular Probe) diluted 200-folds at room temperature for 
10 1 hour. After washing three times with PBS, fluorescence images were 
obtained by lumino-image analyzer LAS1000 (Fuji Film) and plaques 
were measured. Results are shown in Figure 47. In addition, results 
of titers obtained are shown in Table 3. 

15 Table 3: Results of titers of each recombinant Sendai virus measured 
from results of plaque assay 



Recombinant virus Titer (pfu/mi) 



SeV18/SEAP 


3.9X109 


SeVNPP/SEAP 


4.7X108 


SeVPM/SEAP 


3.8X109 


SeVMF/SEAP 


1.5X1010 


SeVFHN/SEAP 


7.0X109 


SeVHNL/SEAP 


7.1X109 



20 <Comparison of reporter gene expression> 

LLC-MK2 cells were seeded onto a 6-well plate at 1 to 5x 10 5 
cells/well and after a 24 hour culture, each virus vector was infected 
at moi=2 . After 24 hours, 100 )il of culture supernatants was recovered 
and SEAP assay was carried out. Assay was accomplished with Reporter 

25 Assay Kit -SEAP- (Toyobo) and measured by lumino-image analyzer 
LAS1000 (Fuji Film) . The measured values were indicated as relative 
values by designating value of SeV18 + /SEAP as 100. As a result, SEAP 
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activity was detected regardless of the position SEAP gene was inserted, 
indicated in Figure 48. SEAP activity was found to decrease towards 
the downstream of the genome, namely the expression level decreased. 
In addition, when SEAP gene is inserted in between NP and P genes, 
5 an intermediate expression level was detected, in comparison to when 
SEAP gene is inserted in the upstream of NP gene and when SEAP gene 
is inserted between P and M genes. 

[Example 16] Increase of propagation efficiency of deficient SeV by 

10 double deficient AF-HN overlay method 

Since the SeV virus reconstitution method used now utilizes a 
recombinant vaccinia virus expressing T7 RNA polymerase (vTF7-3), 
a portion of the infected cells is killed by the cytotoxicity of the 
vaccinia virus. In addition, virus propagation is possible only in 

15 a portion of cells and it is preferable if virus propagation could 
be done efficiently and persistently in a more cells. However, in 
the case of paramyxovirus, cell fusion occurs when F and HN protein 
of the same kind virus exists on the cells surface at the same time, 
causing syncytium formation (Lamb and Kolakofsky, 1996, Fields 

20 virology, pll89) . Therefore, FHN co-expressing cells were difficult 
to subculture. Therefore, the inventors thought that recovery 
efficiency of deficient virus may increase by overlaying helper cells 
expressing deleted protein (F and HN) to the reconstituted cells. 
By examining overlaying cells with different times of FHN expression, 

25 virus recovery efficiency of FHN co-deficient virus was notably 
increased. 

LLC-MK2 cells ( lx 10 7 cells/dish) grown to 100% confluency in 
10 cm culture dishes was infected with PLWUV-treated vaccinia virus 
at moi=2 for 1 hour at room temperature. After that, mixing 12 |ug/10 

30 cm dish, 4 )ig/10 cm dish, 2 |ug/10 cm dish, 4 jag/10 cm dish, and 4 jag/10 
cm dish of FHN-def icient cDNA comprising d2EGFP (pSeV18 + /AFHN-d2GFP 
(Example 8)), pGEM/NP, pGEM/P, pGEM/L, and pGEM/FHN, respectively 
(3 ml/lOcm dish as final volume) , and using gene introduction reagent 
SuperFect (QIAGEN) , LLC-MK2 cells were introduced with genes using 

35 a method similar to that as described above for the reconstitution 
of F-def icient virus. After 3 hours, cells were washed three times 
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with medium without serum, then, the detached cells were recovered 
by slow-speed centrif ugation (1000 rpm/2 min) and suspended in serum 

free MEM medium containing 40 fig/ml AraC (Sigma) and 7.5 jug/ml trypsin 
(GIBCO) and added to cells and cultured overnight. FHN co-expressing 
5 cells separately prepared, which were 100% confluent 10 cm culture 
dishes, were induced with adenovirus AxCANCre at MOI=10, and cells 
at 4 hours, 6 hours, 8 hours, day 2, and day 3 were washed once with 
5mlPBS(-) and detached by cell dissociation solution (Sigma) . Cells 
were collected by slow speed centrif ugation (1000 rpm/2 min) and 

10 suspended in serum free MEM medium containing 40 jug /ml AraC (Sigma) 
and 7.5 \xg/ml trypsin (GIBCO) . This was then added to cells in which 
FHN co-deficient virus was reconstituted (P0) and cultured overnight. 
Two days after overlaying the cells, cells were observed using 
fluorescence microscopy to confirm the spread of virus by GFP 

15 expression within the cells . The results are shown in Figure 49 . When 
compared to the conventional case (left panel) without overlaying 
with cells, notably more GFP-expressing cells were observed when cells 
were overlaid with cells (right) . These cells were recovered, 
suspended with 10 7 cells/ml of Opti-MEM medium (GIBCO) and 

20 f reeze-thawed for three times to prepare a cell lysate. Then, FHN 
co-expressing cells 2 days after induction were infected with the 
lysate at 10 6 cells/100 (xl/well, and cultured 2 days in serum free 
MEM medium containing 40 jig/ml AraC (Sigma) and 7.5 (ig/ml trypsin 
(GIBCO) at 37 °C in a 5% C0 2 incubator, and the virus titer of culture 

25 supernatant of PI cells were measured by CIU-GFP (Table 4). As a result, 
no virus amplification effect was detected 4 hours after FHN induction, 
and notable amplification effects were detected 6 hours or more after 
induction due to cell overlaying. Especially, viruses released into 
PI cell culture supernatant were 10 times more after 6 hours when 

30 cell overlaying was done compared to when cell overlaying was not 
done . 

Table 4: Amplification of deficient SeV by double deficient AF-HN 
cell overlay method 

35 
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GFP -CIU 




FHNcell+ad/cre 



FHN cell- 



4h 



6h 



8h 



2d 



3d 



8-10 



6-9 



80-100 



70-100 



60-100 



20-50 



[Example 17] Confirmation of pseudotype Sendai virus's possession 
of F-deficient genome 

Western analysis of proteins of extracts of infected cells was 
5 carried out to confirm that the virus propagated by VSV-G gene 
expression described above is F-deficient type. As a result, proteins 
derived from Sendai virus were detected, whereas F protein was not 
detected, confirming that the virus is F-deficient type (Figure 50) . 

10 [Example 18] Effect of anti-VSV antibody on infectiousness of 
pseudotype Sendai virus comprising F and HN gene-deficient genome 
To find out whether pseudotype Sendai virus comprising F and 
HN gene-deficient genome, which was obtained by using VSV-G 
expressing line, comprises VSV-G protein in its capsid, neutralizing 

15 activity of whether or not infectiousness is affected was examined 
using anti-VSV antibody. Virus solution and antibody were mixed and 
left to stand for 30 min at room temperature. Then, LLCG-L1 cells 
in which VSV-G expression has not been induced were infected with 
the mixture and gene-introducing capability on day 4 was analyzed 

20 by the existence of GFP-expressing cells. As a result, perfect 
inhibition of infectiousness was seen by anti-VSV antibody in the 
pseudotype Sendai virus comprising F and HN gene-deficient genome 
(VSV-G in the Figure) , whereas no inhibition was detected in Sendai 
virus comprising proper capsid (F, HN in the Figure) (Figure 51) . 

25 Thus, the virus obtained in the present example was proven to be 
pseudotype Sendai virus comprising VSV-G protein as its capsid, and 
that its infectiousness can be specifically inhibited by the antibody. 

[Example 19] Purification of pseudotype Sendai viruses comprising 



74 



F gene-deficient and F and HN gene-deficient genomes by density 
gradient ultracentrif ugation 

Using culture supernatant of virus infected cells, sucrose 
density gradient centrif ugation was carried out, to fractionate and 
5 purify pseudotype Sendai virus comprising deficient genomes of F gene 
and F and HN genes. Virus solution was added onto a sucrose solution 
with a 20 to 60% gradient, then ultracentrif uged for 15 to 16 hours 
at 29000 rpm using SW41 rotor (Beckman) . After ultracentrif ugation, 
a hole was made at the bottom of the tube, then 300 jal fractions were 

10 collected using a fraction collector. For each fraction, Western 
analysis were carried out to test that the virus is a pseudotype Sendai 
virus comprising a genome deficient in F gene or F and HN genes, and 
VSV-G protein as capsid. Western analysis was accomplished by the 
method as described above. As a result, in F-deficient pseudotype 

15 Sendai virus, proteins derived from the Sendai virus, HN protein, 
and VSV-G protein were detected in the same fraction, whereas F protein 
was not detected, confirming that it is a F-deficient pseudotype Sendai 
virus. On the other hand, in F and HN-deficient pseudotype Sendai 
virus, proteins derived from Sendai virus, and VSV-G protein were 

20 detected in the same fraction, whereas F and HN protein was not detected, 
confirming that it is F and HN deficient pseudotype Sendai virus 
(Figure 52) . 

[Example 2 0] Overcoming of haemagglutination by pseudotype Sendai 
25 virus comprising F gene-deficient and F and HN gene-deficient genomes 
LLC-MK2 cells were infected with either pseudotype Sendai virus 
comprising F gene-deficient or F and HN gene-deficient genome, or 
Sendai virus with normal capsid, and on day 3, 1% avian red blood 
cell suspension was added, and left to stand for 30 min at 4°C. 
30 Thereafter, cell surface of infected cells expressing GFP were 
observed. As a result, for virus with F gene-deficient genome and 
F-deficient pseudotype Sendai virus (SeV/AF, and pseudotype 
SeV/AF (VSV-G) by VSV-G) , agglutination reaction was observed on the 
surface of infected cells, as well as for the Sendai virus with the 
35 original capsid. On the other hand, no agglutination reaction was 
observed on the surface of infected cells for pseudotype Sendai virus 
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comprising F and HN gene-deficient genome (SeV/AF-HN (VSV-G) ) (Figure 
53) . 

[Example 21] Infection specificity of VSV-G pseudotype Sendai virus 
5 comprising F gene-deficient genome to cultured cells 

Infection efficiency of VSV-G pseudotype Sendai virus 
comprising F gene-deficient genome to cultured cells was measured 
by the degree of GFP expression in surviving cells 3 days after 
infection using flow cytometry. LLC-MK2 cells showing almost the same 
10 infection efficiency in pseudotype Sendai virus comprising F 
gene-deficient genome and Sendai virus with original capsid were used 
as controls for comparison. As a result, no difference in infection 
efficiency was found in human ovary cancer HRA cells, whereas in Jurkat 
cells of T cell lineage about 2-fold increase in infection efficiency 
15 of VSV-G pseudotype Sendai virus comprising F gene-deficient genome 
was observed compared to controls (Figure 54). 

[Example 22] Construction of F-deficient type Sendai virus vector 
comprising NGF 

20 <Reconstitution of NGF/SeV/AF> 

Reconstitution of NGF/SeV/AF was accomplished according to the 
above described "Envelope plasmid + F expressing cells overlaying 
method". Measurement of titer was accomplished by a method using 
anti-SeV polyclonal antibody. 

25 <Conf irmation of virus genome of NGF/SeV/AF (RT-PCR)> 

To confirm NGF/SeV/AF virus genome (Figure 55, upper panel), 
culture supernatant recovered from LLC-MK2/F7 cells were centrifuged, 
and RNA was extracted using QIAamp Viral RNA mini kit. QIAGEN. according 
to the manufacturer's protocol. Using the RNA template, synthesis 

30 and PCR of RT-PCR was carried out using SUPERSCRIPT™ ONE-STEP™ RT-PCR 
SYSTEM (GIBCO BRL) . As control groups, additional type SeV cDNA 
(pSeV18 + b ( + ) ) (Hasan, M. K. et al. , J. General Virology 78 : 2 813-282 0, 
1997) was used. NGF-N and NGF-C were used as PCR primers. For NGF-N, 
forward: ACTTGCGGCCGCCAAAGTTCAGTAATGTCCATGTTGTTCTACACTCTG (SEQ ID 

35 NO: 33), and for NGF-C, reverse: 

ATCCGCGGCCGCGATGAACTTTCACCCTAAGTTTTTCTTACTACGGTCAGCCTCTTCTTGTAGC 
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CTTCCTGC (SEQ ID NO: 34) were used. As a result, when NGF-N and NGF-C 
were used as primers, an NGF specific band was detected for NGF/SeV/AF 
in the RT conditions. No band was detected for the control group 
(Figure 55, bottom panel) . 

5 

[Example 23] NGF protein quantification and measurement of in vitro 
activity expressed after infection of F-def icient type SeV comprising 
NGF gene 

Infection and NGF protein expression was accomplished using 
10 . LLC-MK2/F or LLOMK2 cells grown until almost confluent on culture 
plates of diameter of 10 cm or 6 cm. NGF/SeV/AF and NGF/SeV/AF-GFP 
were infected to LLOMK2/F cells, and NGF/ SeV and GFP/SeV were infected 
to LLC-MK2 cells at m.o.i 0.01, and cultured 3 days with MEM medium 
without serum, containing 7.5 jig/ml trypsin (GIBCO) . After the 3 day 
15 culture, in which almost 100% of cells are infected, medium was changed 
to MEM medium without trypsin and serum and further cultured for 3 
days. Then, each culture supernatant were recovered and centrifuged 
at 48, 000x g for 60 min. Then, quantification of NGF protein and 
measurement of in vitro activity for the supernatant were carried 
20 out. Although in the present examples, F-def icient type SeV 

(NGF/SeV/AF, NGF/SeV/AF-GFP) (see Figure 55) are infected to LLC-MK2/F 
cells, if infected with a high m.o.i. (e.g. 1 or 3) , namely, infected 
to cells that are nearly 100% confluent from the beginning, experiment 
giving similar results can be performed using F non-expressing cells. 

25 For NGF protein quantification, ELISA kit NGF Emax Immuno Assay 

System (Promega) and the accompanying protocol were used . 32.4 jig/ml, 
37 . 4 ng/ml, and 10 . 5 fig /ml of NGF protein were detected in NGF/SeV/AF, 
NGF/ SeV/ AF-GFP, and NGF/ SeV infected cell culture supernatant, 
respectively. In the culture supernatant of NGF/SeV/AF and 

30 NGF/SeV/AF-GFP infected cells, high concentration of NGF protein 
exists, similar to culture supernatant of NGF/SeV infected cells, 
confirming that F-deficient type SeV expresses enough NGF. 

The measurement of in vitro activity of NGF protein was 
accomplished by using a dissociated culture of primary chicken dorsal 

35 root ganglion (DRG; a sensory neuron of chicken) using survival 
activity as an index (Nerve Growth Factors (Wiley, New York), pp. 95-109 
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(1989) ) . Dorsal root ganglion was removed from day 10 chicken embryo, 
and dispersed after 0.25% trypsin (GIBCO) treatment at 37 °C for 20 
min. Using high-glucose D-MEM medium containing 100 units/ml 
penicillin (GIBCO), 100 units/ml streptomycin (GIBCO), 250 ng/ml 

5 amphotericin B (GIBCO) 20 jiM 2-deoxyuridine (Nakarai), 20 fiM 
5-f luorodeoxyuridine (Nakarai), 2 mM L-glutamine (Sigma), and 5% 
serum, cells were seeded onto 96-well plate at about 5000 cells/well. 
Polylysin precoated 96-well plates (Iwaki) were further coated with 
laminin (Sigma) before use. At the start point, control NGF protein 

10 or previously prepared culture supernatant after SeV infection was 
added. After 3 days, cells were observed under a microscope as well 
as conducting quantification of surviving cells by adding Alamer blue 
(CosmoBio) and using the reduction activity by mitochondria as an 
index (measuring 590 nm fluorescence, with 530 nm excitation) . 

15 Equivalent fluorescence signals were obtained in control (without 
NGF addition) and where 1/1000 diluted culture supernatant of cells 
infected with SeV/additional-type-GFP (GFP/SeV) was added, whereas 
the addition of 1/1000 diluted culture supernatant of cells infected 

with NGF/SeV/AF, NGF/SeV/AF-GFP, and NGF/ SeV caused a notable 
20 increase in fluorescence intensity, and was judged as comprising a 
high number of surviving cells and survival activity (Figure 56) . 
The value of effect was comparable to the addition of amount of NGF 
protein calculated from ELISA. Observation under a microscope proved 
a similar effect. Namely, by adding culture supernatant of cells 
25 infected with NGF/SeV/AF, NGF/SeV/AF-GFP, and NGF/SeV, increase in 
surviving cells and notable neurite elongation was observed (Figure 
57) . Thus, it was confirmed that NGF expressed after infection of 
NGF-comprising F-deficient type SeV is active form. 

30 [Example 24] Detailed analysis of F-expressing cells 

1. moi and induction time course of Adeno-Cre 

By using different moi of Adeno-Cre, LLC-MK2/F cells were 

infected and after induction of F protein, the amount of protein 

expression and the change in cell shape were analyzed. 
35 Expression level was slightly higher in moi=10 compared with 

moi=l (Figure 58) . When expression amounts were analyzed at time 
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points of 6 h, 12 h, 24 h, and 48 h after induction, high expression 
level of F protein at 48 h after induction was detected in all cases. 

In addition, changes in cell shape were monitored in a time 
course as cells were infected with moi=l , 3, 10, 30, and 100. Although 
5 a notable difference was found up to moi=10, cytotoxicity was observed 
for moi=30 or over (Figure 59) . 
2. Passage number 

After induction of F protein to LLC-MK2/F cells using Adeno-Cre, 
cells were passaged 7 times and expression level of F protein and 
10 the morphology of the cells were analyzed using microscopic 
observation . On the other hand, laser microscopy was used for analysis 
of intracellular localization of F protein after induction of Fprotein 
in cells passaged until the 20 th generation. 

For laser microscopic observation, LLC-MK2/F cells induced with 
15 F protein expression were put into the chamber glass and after 
overnight culture, media were removed and washed once with PBS, then 
fixed with 3 . 7% Formalin-PBS for 5 min. Then after washing cells once 
with PBS, cells were treated with 0.1% Triton X100-PBS for 5 min, 

and treated with anti-F protein monoclonal antibody (y-236) (1/100 
20 dilution) and FITC labeled goat anti-rabbit IgG antibody (1/200 
dilution) in this order, and finally washed with PBS and observed 
with a laser microscope. 

As a result, no difference was found in F protein expression 
levels in cells passaged up to 7 times (Figure 60) . No notable 
25 difference was observed in morphological change, infectiousness of 
SeV, and productivity. On the other hand, when cells passaged. up to 
20 times were analyzed for intracellular localization of F protein 
using the immuno-antibody method, no big difference was found up to 
15 passages, but localization tendency of F protein was observed in 
30 cells passaged more than 15 times (Figure 61) . 

Taken together, cells before 15 passages are considered 
desirable for the production of F-deficient SeV. 

[Example 25] Correlation between GFP-CIU and anti-SeV-CIU 
35 Correlation of the results of measuring Cell- Infected Unit (CIU) 

by two methods was analyzed. LLC-MK2 cells were seeded onto a 12-well 
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plate at 2x 10 5 cells/dish, and after a 24 hour culture, cells were 
washed once with MEM medium without serum, and infected with 100 
Hi /we 11 SeV/AF-GFP. After 15 min, 1 ml/well serum-free MEM medium 
was added and further cultured for 24 hours. After the culture, cells 
5 were washed three times with PBS(-) and dried up (left to stand for 
approximately 10 to 15 min at room temperature) and 1 ml/well acetone 
was added to fix cells and was immediately removed. Cells were dried 
up again (left to stand for approximately 10 to 15 min at room 
temperature) . Then, 300 jil/well of anti-SeV polyclonal antibody 

10 (DN-1) prepared from rabbits and diluted 1/100 with PBS(-) was added 
to cells and incubated at 37 °C for 45 min and washed three times with 
PBS(-). Then, to the cells, 300 fil/well of anti-rabbit IgG (H+D) 
fluorescence-labeled second antibody (Alex™ 568, Molecular Probes) 
diluted 1/200 with PBS(-) was added, and incubated at 37°C for 45 

15 min and washed three times with PBS (-) . Then, cells with fluorescence 
were observed under fluorescence microscopy (Emission: 560 nm, 
Absorption: 645 nm, Filters: Leica) . 

As a control, cells were infected with 100 |nl/well of SeV/AF-GFP 
and after 15 min, 1 ml/well of MEM without serum was added. After 

20 a further 24 hour culture, GFP-expressing cells were observed under 
fluorescence microscopy (Emission: 360 nm, Absorption: 470 nm, 
Filters: Leica) without further manipulations. 

A Good correlation was obtained by evaluating the fluorescence 
intensity by quantification (Figure 62). 

25 

[Example 2 6] Construction of multicloning site 

A multicloning site was added to the SeV vector . The two methods 
used are listed below. 

1. Several restriction sites in full-length genomic cDNA of Sendai 
30 virus (SeV) and genomic cDNA of pSeV18 + were disrupted, and another 

restriction site comprising the restriction site disrupted was 
introduced in between start signal and ATG translation initiation 
signal of each gene. 

2. Into already constructed SeV vector cDNA, multicloning site 
35 sequence and transcription initiation signal - intervening sequence- 
termination signal were added and incorporated into NotI site. 
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In the case of method 1, as an introducing method, Eagl-digested 
fragment (2644 bp), Clal-digested fragment (3246 bp), 
Clal/EcoRI-digested fragment (5146 bp), and EcoRI-digested fragment 
(5010 bp) of pSeV18 + were separated by agarose electrophoreses and 
5 the corresponding bands were cut out, then it was recovered and 
purified by QIAEXII Gel Extraction System (QIAGEN) . Eagl-digested 
fragment was ligated and subcloned into LITMUS38 (NEW ENGLAND BIOLABS) 
and Clal-digested fragment, Clal/EcoRI-digested fragment, and 
EcoRI-digested fragment were ligated and subcloned into pBluescriptll 

10 KS+ (STRATAGENE) . Quickchange Site-Directed Mutagenesis kit 
(STRATAGENE) was used for successive disruption and introduction of 
restriction sites. 

For disruption of restriction sites, Sal I: (sense strand) 
5' -ggagaagtctcaacaccgtccacccaagataatcgatcag-3' (SEQ ID NO: 35), 

15 (antisense strand) 5' -ctgatcgattatcttgggtggacggtgttgagacttctcc-3' 
(SEQ ID NO: 36), Nhe I: (sense strand) 

5' -gtatatgtgttcagttgagcttgctgtcggtctaaggc-3' (SEQ ID NO: 37), 
(antisense strand) 5' -gccttagaccgacagcaagctcaactgaacacatatac-3' 
(SEQ ID NO: 38), Xho I: (sense strand) 

20 5' -caatgaactctctagagaggctggagtcactaaagagttacctgg-3' (SEQ ID NO: 39), 
(antisense strand) 
5' -ccaggtaactctttagtgactccagcctctctagagagttcattg-3' (SEQ ID NO: 40) , 
and for introducing restriction sites, NP-P: (sense strand) 
5' -gtgaaagttcatccaccgatcggctcactcgaggccacacccaaccccaccg-3' (SEQ ID 

25 NO: 41), (antisense strand) 

5' -cggtggggttgggtgtggcctcgagtgagccgatcggtggatgaactttcac-3' (SEQ ID 
NO: 42), P-M: (sense strand) 

5' -cttagggtgaaagaaatttcagctagcacggcgcaatggcagatatc-3' (SEQ ID NO: 

43) , (antisense strand) 
30 5' -gatatctgccattgcgccgtgctagctgaaatttctttcaccctaag-3' (SEQ ID NO: 

44) , M-F: (sense strand) 
5' -cttagggataaagtcccttgtgcgcgcttggttgcaaaactctcccc-3' (SEQ ID 
NO:45), (antisense strand) 
5' -ggggagagttttgcaaccaagcgcgcacaagggactttatccctaag-3' (SEQ ID NO: 

35 46), F-HN: (sense strand) 

5' -ggtcgcgcggtactttagtcgacacctcaaacaagcacagatcatgg-3' (SEQ ID 
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NO:47), (antisense strand) 

5' -ccatgatctgtgcttgtttgaggtgtcgactaaagtaccgcgcgacc-3' (SEQ ID 
NO:48), HN-L: (sense strand) 

5' -cccagggtgaatgggaagggccggccaggtcatggatgggcaggagtcc-3' (SEQ ID 
5 NO: 49) , (antisense strand) 

5' -ggactcctgcccatccatgacctggccggcccttcccattcaccctggg-3' (SEQ ID 
NO: 50), were synthesized and used for the reaction. After 
introduction, each fragment was recovered and purified similarly as 
described above, and cDNA were assembled. 

10 In the case of method 2, (sense strand) 

5' -ggccgcttaattaacggtttaaacgcgcgccaacagtgttgataagaaaaacttagggtga 
aagttcatcac-3' (SEQ ID NO: 51), (antisense strand) 
5' -ggccgtgatgaactttcaccctaagtttttcttatcaacactgttggcgcgcgtttaaacc 
gttaattaagc-3' (SEQ ID NO: 52), were synthesized, and after 

15 phosphorylation, annealed by 85°C 2 min, 65°C 15 min, 37°C 15 min, 
and room temperature 15 min to incorporate into SeV cDNA. 
Alternatively, multicloning sites of pUC18 or pBluescriptll , or the 
like, are subcloned by PGR using primers comprising termination signal 
- intervening sequence - initiation signal and then incorporate the 

20 resultant into SeV cDNA. The virus reconstitution by resultant cDNA 
can be performed as described above. 

Industrial Applicability 

The present invention provided Paramyxoviridae virus-derived 
25 RNP deficient in at least one envelope gene, and the utilization 
thereof as a vector. As a preferable embodiment, vectors comprising 
a complex of RNP and a cationic compound are provided. By applying 
present invention, antigenicity and/or cytotoxicity problems can be 
avoided when introducing vectors into target cells. 
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CLAIMS 

1. A complex comprising (a) a negative-strand single-stranded RNA 
derived from a paramyxovirus, wherein said RNA is modified so as not 

5 express at least one of the envelope proteins of Paramyxoviridae 
viruses, and (b) a protein encoded by and binding to said 
negative-strand single-stranded RNA. 

2. A complex according to claim 1, wherein said negative-strand 
single-stranded RNA is modified so as to express NP, P and L proteins, 

10 but not F, HN or M proteins, or any combination thereof. 

3. A complex according to claim 1 or 2, wherein said negative-strand 
single-stranded RNA derives from the Sendai virus. 

4. A complex according to any of claims 1 through 3, wherein said 
negative-strand single-stranded RNA further encodes a foreign gene. 

15 5. A composition for gene transfer, comprising a complex according 
to claim 4 and a cationic lipid. 

6. A composition for gene transfer, comprising a complex according 
to claim 4 and a cationic polymer. 

7. A method for expressing a foreign gene, in a cell, comprising the 
20 step of introducing the composition for gene transfer according to 

claim 5 or 6 into a cell. 
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ABSTRACT 



A functional RNP containing negative-strand single-stranded 
RNA derived from Sendai virus, which has been modified so as not to 
express any envelope protein, has been successfully prepared. An RNP 
comprising a foreign gene is prepared and inserted into a cell with 
the use of a cationic liposome, thereby successfully expressing the 
foreign gene. 



